
miRBase precursor : hsa-mir-939
Total read count : 126
hsa-miR-939-5p read count : 126
hsa-miR-939-3p read count : 0
remaining reads : 0 5'u g u g g
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ugugggcagggcccuggggagcugaggcucuggggguggccggggcugacccugggccucugcuccccagugucugaccgcg -3'5'- exp

.((((...((((.(((((((((.(((((.((((((..(((....)))..))))))))))).))))))))).))))..)))). reads mm sample

.............cuggggagcugaggcucuggggA.............................................. 1 1 Z1_

..............uggggagcugaggcucuggggg.............................................. 3 0 Z1_

..............uggggagcugaggcucugggggu............................................. 5 0 Z1_

..............uggggagcugaggcucugggggug............................................ 21 0 Z1_

..............uggggagcugaggcucugggggugU........................................... 5 1 Z1_

.............cuggggagcugaggcucuggggU.............................................. 1 1 Z2_

..............uggggagcugaggcucuggg................................................ 2 0 Z2_

..............uggggagcugaggcucuggggg.............................................. 1 0 Z2_

..............uggggagcugaggcucugggggA............................................. 2 1 Z2_

..............uggggagcugaggcucugggggu............................................. 3 0 Z2_

..............uggggagcugaggcucugggggug............................................ 15 0 Z2_

..............uggggagcugaggcucugggggugU........................................... 2 1 Z2_

..............uggggagcugaggcucugggggugA........................................... 2 1 Z2_

.............cuggggagcugaggcucugggA............................................... 3 1 GDM

.............cuggggagcugaggcucugggA............................................... 3 1 GDM

..............uggggagcugaggcucuggg................................................ 2 0 GDM

..............uggggagcugaggcucuAggggu............................................. 1 1 GDM

..............uggggagcugaggcucugggggC............................................. 1 1 GDM

..............uggggagcugaggcucugggggA............................................. 2 1 GDM

..............uggggagcugaggcucugggggu............................................. 11 0 GDM

..............uggggagcugaggcucugggggu............................................. 11 0 GDM

..............uggggagcugaggcucugggggug............................................ 20 0 GDM

..............uggggagcugGggcucugggggug............................................ 2 1 GDM

..............uggggagcugaggcucugggggug............................................ 20 0 GDM

..............uggggagcugaggcucugggggug............................................ 20 0 GDM

..............uggggagcCgaggcucugggggug............................................ 1 1 GDM

..............uggggagcugaggcucugggggugA........................................... 2 1 GDM

..............uggggagcugaggcucugggggugU........................................... 3 1 GDM

.............cuggggagcugaggcucugggC............................................... 1 1 Z3_

..............uggggagcugaggcucugggggu............................................. 4 0 Z3_

..............uggggagcugaggcucugggggA............................................. 1 1 Z3_



ugugggcagggcccuggggagcugaggcucuggggguggccggggcugacccugggccucugcuccccagugucugaccgcg

hsa-miR-939-3p

hsa-miR-939-5p

..............uggggagcugaggcucugggggug............................................ 4 0 Z3_

..............uggggagcugaggcucuggggguA............................................ 3 1 Z3_

..............uggggagcugaggcucugggggugU........................................... 2 1 Z3_


