
miRBase precursor : hsa-mir-937
Total read count : 193
hsa-miR-937-5p read count : 3
hsa-miR-937-3p read count : 135
remaining reads : 55
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agcacugcccccggugagucaggguggggcuggcccccugcuucgugcccauccgcgcucugacucucugcccaccugcaggagcu -3'5'- exp

(((.((((....((((((((((((((.((.(((......((.....))))).)).)))))))))))...))).....))))..))) reads mm sample

...............................................cccauccgcgcucugacu..................... 1 0 Z1_

...............................................cccauccgcgcucugacucu................... 4 0 Z1_

...............................................cccauccgcgcucugacucuUu................. 1 1 Z1_

...............................................cccauccgcgcucugacucucu................. 1 0 Z1_

................................................ccauccgcgcucugacucucu................. 2 0 Z1_

................................................ccauccgcgcucugacucucug................ 2 0 Z1_

.................................................cauccgcgcucugacucucug................ 3 0 Z1_

..................................................auccgcgcucugacucucug................ 22 0 Z1_

..................................................auccgcgcucugacucucugU............... 2 1 Z1_

..................................................auccgcgcucugacucucugA............... 1 1 Z1_

..................................................auccgcgcucugacucucugcc.............. 3 0 Z1_

..................................................auccgcgcucugacucucugccA............. 1 1 Z1_

...............................................cccauccgcgcucugacu..................... 1 0 Z2_

...............................................cccauccgcgcucugacucu................... 2 0 Z2_

...............................................cccauccgcgcucugacucuUu................. 1 1 Z2_

..................................................auccgcgcucugacucucug................ 9 0 Z2_

...................................................uccgcgcucugacucucugcc.............. 3 0 Z2_

.............gugagucaggguggggcuggc.................................................... 1 0 GDM

.............gugagucaggguggggcuggcA................................................... 2 1 GDM

...............................................cccauccgcgcucugacu..................... 4 0 GDM

...............................................cccauccgcgcucugacuU.................... 1 1 GDM

...............................................cccauccgcgcucugacucA................... 2 1 GDM

...............................................cccauccgcgcucugacucu................... 9 0 GDM

...............................................cccauccgcgcucugacucu................... 9 0 GDM

...............................................cccauccgcgcucugacucu................... 9 0 GDM

...............................................cccauccgUgcucugacucu................... 1 1 GDM

...............................................cccauccgcgcucugacucC................... 1 1 GDM

...............................................cccauccgcgcucugacucuU.................. 6 1 GDM

...............................................cccauccgcgcucugacucuU.................. 6 1 GDM

...............................................cccauccgcgcGcugacucucu................. 1 1 GDM

...............................................cccauccgcgcucugacucucu................. 9 0 GDM

...............................................cccauccgcgcucugacucucu................. 9 0 GDM



agcacugcccccggugagucaggguggggcuggcccccugcuucgugcccauccgcgcucugacucucugcccaccugcaggagcu

hsa-miR-937-5p

hsa-miR-937-3p

...............................................cccauccgcgcucugacucuUu................. 3 1 GDM

...............................................cccauccgcgcucugacucucu................. 9 0 GDM

...............................................cccauccgcgcucugacucucC................. 1 1 GDM

.................................................cauccgcgcucugacucucug................ 6 0 GDM

..................................................Guccgcgcucugacucucug................ 1 1 GDM

..................................................auccgcgcucugacucucug................ 35 0 GDM

..................................................auccgcgcucugacucucug................ 35 0 GDM

..................................................auccgcgcucugacucucug................ 35 0 GDM

..................................................auccgcgcucugacCcucug................ 5 1 GDM

..................................................auccgcgcCcugacucucug................ 1 1 GDM

..................................................auccgcgcucugacucucuA................ 2 1 GDM

..................................................auccgcgcucuAacucucug................ 1 1 GDM

..................................................auccgcgcucugacucucGg................ 1 1 GDM

..................................................auccgcgcucugacucCcug................ 1 1 GDM

..................................................auccgcgcucugacucucuA................ 2 1 GDM

..................................................auccgcgcucugacCcucug................ 5 1 GDM

..................................................auccgcgcucugacucucugG............... 1 1 GDM

..................................................auccgcgcucugacucucugA............... 9 1 GDM

..................................................auccgcgcucugacucucugA............... 9 1 GDM

..................................................auccgcgcucugacucucugcU.............. 4 1 GDM

..................................................auccgcgcucugacucucugcU.............. 4 1 GDM

..................................................auccgcgcucugacucucugcA.............. 4 1 GDM

..................................................auccgcgcucugacucucugcc.............. 3 0 GDM

...............................................cccauccgcgcucugacucu................... 1 0 Z3_

...............................................cccauccgcgcucugacucuU.................. 3 1 Z3_

...............................................cccauccgcgcucugacucuA.................. 1 1 Z3_

...............................................cccauccgcgcucugacucuc.................. 1 0 Z3_

................................................ccauccgcgcucugacucucug................ 2 0 Z3_

..................................................auccgcgcucugacucucug................ 7 0 Z3_

..................................................auccgcgcucugacucucugcU.............. 4 1 Z3_


