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GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM



hsa-miR-92a-2-5p
hsa-miR-92a-3p

ucaucccuggguggggauuuguugcauuacuuguguucuauauaaaguauugcacuugucccggecuguggaaga

19
17
46
91

60
174
52
41

80
31
89
26224
41
11
31

52
121

46

31
1058
10

52
11
60

91
30

12

91

31

30

13

2355

46

80

43

2049

185

30

2355

60
a7
13

31
52
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GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM



hsa-miR-92a-2-5p
hsa-miR-92a-3p

ucaucccuggguggggauuuguugcauuacuuguguucuauauaaaguauugcacuugucccggecuguggaaga

10 1 GDM
30 1 GDM
5 1 GDM
30 1 GDM
5 1 GDM
13 1 GDM
26224 0 GDM
12 1 GDM
19 1 GDM
14 1 GDM
33 1 GDM
7 1 GDM
1 GDM

30 1 GDM
30 1 GDM
158 1 GDM
191 1 GDM
32 1 GDM
45 1 GDM
2049 1 GDM
2 1 GDM
41 1 GDM
17 1 GDM
158 1 GDM
174 1 GDM
3 1 GDM
3 1 GDM
191 1 GDM
26224 0 GDM
32 1 GDM
232 1 GDM
227 1 GDM
361 1 GDM
1386 1 GDM
61 1 GDM
124 1 GDM
1786 1 GDM
288089 0 GDM
77 1 GDM
............................................... uauugcacuulucccggeeugu. . . . . - 41 1 GDM
76 1 GDM
564 1 GDM
22169 1 GDM
9 1 GDM
68 1 GDM
41 1 GDM
............................................... Aauugcacuugucccggccugu. . . - - . 456 1 GDM
69 1 GDM
335 1 GDM
38 1 GDM
153 1 GDM
22169 1 GDM
1591 1 GDM
101 1 GDM
55 1 GDM
372 1 GDM
538 1 GDM
65 1 GDM
22169 1 GDM
1715 1 GDM
24445 1 GDM
554 1 GDM
135 1 GDM
637 1 GDM
116 1 GDM
1030 1 GDM
232 1 GDM
227 1 GDM
137 1 GDM




hsa-miR-92a-2-5p
hsa-miR-92a-3p

ucaucccuggguggggauuuguugcauuacuuguguucuauauaaaguauugcacuugucccggecuguggaaga

291 1 GDM
64 1 GDM
21 1 GDM
124 1 GDM
21 1 GDM
500 1 GDM
510 1 GDM
95 1 GDM
65 1 GDM
227 1 GDM
856 1 GDM
64 1 GDM
95 1 GDM
366 1 GDM
243 1 GDM
1030 1 GDM
353 1 GDM
361 1 GDM
288089 0 GDM
153 1 GDM
58 1 GDM
60 1 GDM
8 1 GDM
116 1 GDM
55 1 GDM
564 1 GDM
896 1 GDM
135 1 GDM
843 1 GDM
1801 1 GDM
56 1 GDM
1801 1 GDM
86 1 GDM
372 1 GDM
335 1 GDM
299 1 GDM
77 1 GDM
9 1 GDM
564 1 GDM
136 1 GDM
41 1 GDM
335 1 GDM
30 1 GDM
12 1 GDM
554 1 GDM
12 1 GDM
896 1 GDM
383 1 GDM
101 1 GDM
95 1 GDM
500 1 GDM
65 1 GDM
1963 1 GDM
68 1 GDM
538 1 GDM
116 1 GDM
1490 1 GDM
354 1 GDM
36 1 GDM
637 1 GDM
243 1 GDM
56 1 GDM
36 1 GDM
843 1 GDM
353 1 GDM
366 1 GDM
56 1 GDM
............................................... uauugcacuugulccggecugu. . . . . - 459 1 GDM
353 1 GDM




hsa-miR-92a-2-5p
hsa-miR-92a-3p

ucaucccuggguggggauuuguugcauuacuuguguucuauauaaaguauugcacuugucccggecuguggaaga

1490
30

58
393
201
24445
1786
69
136
86
77
554
1801
361
12
153
299
64
1591
243
77
69
354
354
366
896
86
1386
1401
38
1963
1715
383
77
459
76
843
77
36
61
459
856

1963
68
1401
383
538
637
46
1786
30
1386

372
55

58
76
456
46
1401
1490
101
456
510
232
393
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GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM



hsa-miR-92a-2-5p
hsa-miR-92a-3p

ucaucccuggguggggauuuguugcauuacuuguguucuauauaaaguauugcacuugucccggecuguggaaga

1715
124
136
24445
60
38
21
137
856
137
61
60
1591
46
510
500
135
1030
393
288089
201
8

12
13
36

476003
9

6

1
476003
28

57
5477
36
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GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM



hsa-miR-92a-2-5p
hsa-miR-92a-3p

ucaucccuggguggggauuuguugcauuacuuguguucuauauaaaguauugcacuugucccggecuguggaaga

476003
57

2

13

16

5

27

28
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GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM



hsa-miR-92a-2-5p
hsa-miR-92a-3p

ucaucccuggguggggauuuguugcauuacuuguguucuauauaaaguauugcacuugucccggecuguggaaga

9 1 GDM

27 1 GDM

4 1 GDM

6381 1 GDM

4 1 GDM

612 1 GDM

9 1 GDM

............................................... uauugcacuugucccggcCcuguAg. . . - 734 1 GDM
............................................... uauugcacuugucccggeccugugC 2 1 GDM
............................................... uauugcacuugucccggecugugu. . . . 18 1 GDM
............................................... uauugcacuugucccggcCcuguAg. . . - 734 1 GDM
. .uauugcacuugucccggcecCgugg- - - - 2 1 GDM
............................................... uauugcacuugucccggecugugg. - - - 23 0 GDM
............................................... uauugcacuugucccggccugugA. . . . 742 1 GDM
............................................... uauugcacuugucccggecuguCg. . - - 5 1 GDM
............................................... uauugcacuugucccggecugugu. . . . 18 1 GDM
............................................... uauugcacuugucccggccugAgg. - - - 9 1 GDM
............................................... uauugcacuugucccggccugAgg. - - - 9 1 GDM
............................................... uauugcacuugucccggccugugA. . . . 742 1 GDM
............................................... uauugcacuugucccggccugugA. . . . 742 1 GDM
............................................... uauugcacuugucccggecugugg. - - - 23 0 GDM
. .uauugcacuugucccggccuguAg. . . . 734 1 GDM
............................................... uauugcacuugucccggccugAgg. - - - 9 1 GDM
............................................... uauugcacuugucccggecugugg. - - - 23 0 GDM
............................................... uauugcacuugucccggecugugu. . . . 18 1 GDM
............................................... uauugcacuugucccggccuguggu. . . 1 GDM
............................................... uauugcacuugucccggecugCgga. - - 2 1 GDM
............................................... uauugcacuugucccggccugAgga. . - 1 1 GDM
............................................... uauugcacuugucccggccuguAga. - - 846 1 GDM
............................................... uauugcacuugucccggecugugga. - - 7 0 GDM
. .uauugcacuugucccggccugugga. . . 7 0 GDM
............................................... uauugcacuugucccggecugugga. - - 7 0 GDM
............................................... uauugcacuugucccggccugugAa. . - 1 1 GDM
............................................... uauugcacuugucccggecugugla. . . 2 1 GDM
............................................... uauugcacuugucccggccuguAga. - - 846 1 GDM
............................................... uauugcacuugucccggecuguggu. . - 4 1 GDM
846 1 GDM

1 1 GDM

5 1 GDM

5 0 GDM

5 0 GDM

1 1 GDM

5 1 GDM

5 0 GDM

86 0 GDM

2 1 GDM

1 GDM

2 1 GDM

11 1 GDM

11 1 GDM

2 1 GDM

1 GDM

11 1 GDM

86 0 GDM

1 1 GDM

1 1 GDM

1 GDM

3 1 GDM

86 0 GDM

2 1 GDM

28 1 GDM

1 1 GDM

372 0 GDM

2 1 GDM

2 1 GDM

28 1 GDM

1 GDM

1 GDM

5 1 GDM




hsa-miR-92a-2-5p

hsa-miR-92a-3p

ucaucccuggguggggauuuguugcauuacuuguguucuauauaaaguauugcacuugucccggecuguggaaga

1 GDM

1 GDM

1 GDM

1 GDM

0 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

0 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM
................................................ auugcacuugucccggccugA. . .. .. 283 1 GDM
4 1 GDM
7 1 GDM
5248 0 GDM
8 1 GDM
29 1 GDM
36 1 GDM
36 1 GDM
4 1 GDM
16 1 GDM
40 1 GDM
13 1 GDM
24 1 GDM
1 GDM

1 GDM

7 1 GDM
11 1 GDM
6 1 GDM
6 1 GDM
29 1 GDM
7 1 GDM
1 1 GDM
27 1 GDM
4 1 GDM
13 1 GDM
................................................ auugcacuugucccggccugu. . . - - . 5248 0 GDM
................................................ auugcacCugucccggecugu. . . . - . 27 1 GDM
................................................ auugcacuugucccggecugC. .. ... 378 1 GDM
4 1 GDM
1 1 GDM
24 1 GDM
5 1 GDM
10 1 GDM
2 1 GDM
44 1 GDM
13 1 GDM
1 1 GDM
39 1 GDM
16 1 GDM
12 1 GDM
13 1 GDM




hsa-miR-92a-2-5p
hsa-miR-92a-3p

ucaucccuggguggggauuuguugcauuacuuguguucuauauaaaguauugcacuugucccggecuguggaaga

283
12
11
36
13
44

40

25

27

39

16

13

39

33

283

20

33

97
231
231
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GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM



hsa-miR-92a-2-5p
hsa-miR-92a-3p

ucaucccuggguggggauuuguugcauuacuuguguucuauauaaaguauugcacuugucccggecuguggaaga

................................................ auugcacuugucccggccugugA. . . .
................................................ auugcacuugucccggccuguAg. . - -
................................................ auugcacuugucccggccugugA. . . .

................................................ auugcacuugucccggccuguAg. . - -
................................................ auugcacuugucccggccuguAga. - -
................................................ auugcacuugucccggccuguAga. - -
................................................ auugcacuugucccggcecuguAga. - -
................................................ auugcacuugucccggccuguAgaa. -

. . -auugcacuugucccggccuguAg. . . -

3633

97
97

3633

231

3633

o o N O

27
27
26
26
26

49
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GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM



