miRBase precursor : hsa-mir-92a-1
Total read count : 2044616
hsa-miR-92a-1-5p read count33
hsa-miR-92a-3p read count : 2044583
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............................................... uauugcacuugucccgCeccugu - -« o - - - . - 76 1 GDM
............................................... uauugcacuGgucccggecugu . . - v n a v -« 61 1 GDM
............................................... uauugcCcuuguccecggecugu. - oo oo o - 95 1 GDM
............................................... uauugcacuugucccggectgu . - .o - oo . . 232 1 GDM
12 1 GDM

46 1 GDM

135 1 GDM

46 1 GDM

............................................... uauugcacuugucccAgccugu. - - ... .- 538 1 GDM
............................................... uauugcCcuugucccggecugu - - v w o - - . - 95 1 GDM
............................................... uauugcacuugucccggccAgu - . - . .- - . 353 1 GDM
............................................... uauugcacuuguAccggecugu. - - - oo - 101 1 GDM
............................................... uauugcacAugucccggecugu - - . .- - - . - 299 1 GDM
............................................... uauugcacuugucAcggccugu. . - .. .. .. 243 1 GDM
30 1 GDM

393 1 GDM

77 1 GDM

9 1 GDM

............................................... uauugcUcuugucccggecugu - - v oo - - . - 393 1 GDM
............................................... Gauugcacuugucccggecugu. . - .- . - . - 135 1 GDM
............................................... Aauugcacuugucccggccugu. . - - - .- 456 1 GDM
1715 1 GDM

38 1 GDM

1715 1 GDM

227 1 GDM

124 1 GDM

46 1 GDM

124 1 GDM

116 1 GDM

77 1 GDM

24445 1 GDM

22169 1 GDM

500 1 GDM

232 1 GDM
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hsa-miR-92a-1-5p
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354
288089
564
65
299
1801
1963
65
64
64
510
12
291
637
459
41
124
335
153
101
1715
456
896
1030
227
896
136
856
65
1963
21
383
21
361
137
554
372
41
58
55
843
95
60
459
353
38
856
36
12
136
77
288089
366
1030
61
55
856
335
500
843
366
1401
1490
77
68
68
361
1490
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1401
30
19
117
14
97
17
62
21
17
11
364
174
129
266
172
476003
29
437
50
129
494
23
5
134
119
11
15
15
57
29
18
81152

57
146
57
134
145
15
17
54
6381
106

146
544
152
23
499
11

19
24

19
172
106
120
106
21
19
90
129
26
78
67
14
266
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1526 1 GDM
168 1 GDM
364 1 GDM
81152 0 GDM
14 1 GDM
............................................... uauugcGecuugucccggecuguu . .. - - . . - 437 1 GDM
67 1 GDM
364 1 GDM
119 1 GDM
168 1 GDM
26 1 GDM
243 1 GDM
1526 1 GDM
17 1 GDM
78 1 GDM
4 1 GDM
2 1 GDM
81152 0 GDM
266 1 GDM
370 1 GDM
4 1 GDM
90 1 GDM
29 1 GDM
6381 1 GDM
50 1 GDM
107 1 GDM
62 1 GDM
22 1 GDM
370 1 GDM
36 1 GDM
46 1 GDM
544 1 GDM
18 1 GDM
117 1 GDM
18 1 GDM
106 1 GDM
36 1 GDM
5 1 GDM
11 1 GDM
8 1 GDM
360 1 GDM
97 1 GDM
107 1 GDM
6381 1 GDM
21 1 GDM
49 1 GDM
............................................... uauugcacuCgucccggecuguu. - .. .- - - 494 1 GDM
............................................... uauugcacuugucccggccuAuu. . .. . ... 152 1 GDM
2 1 GDM
24 1 GDM
1526 1 GDM
............................................... uauugcUcuugucccggecuguu. . ..o .- . 120 1 GDM
............................................... uauugcacuugucccggecugBu. .. - - .- 168 1 GDM
............................................... uauugcacuugucccggecuCuu. ... . ... 5 1 GDM
............................................... uauuUcacuugucccggecuguu. .« ..o . - . 24 1 GDM
............................................... uauugcacuugucccggeluguu. . ... ... 59 1 GDM
............................................... uauugcacuugucccggecluguu. ... . ... 59 1 GDM
............................................... uauugcacuCgucccggecuguu. .« .. .. - . 494 1 GDM
1 1 GDM
117 1 GDM
5 1 GDM
............................................... uauugcacuugCcccggecuguu . . . - - - . - 526 1 GDM
............................................... uaGugcacuugucccggeccuguu . . . - - . . . 23 1 GDM
............................................... uauuUcacuugucccggecuguu. . ..o . - . 24 1 GDM
............................................... Aauugcacuugucccggecuguu. - . ... .. 119 1 GDM
............................................... uauugcacuugucGcggecuguu. . . - - . . . 8 1 GDM
............................................... uauugcacuugucccAgccuguu. .« .. .. .. 145 1 GDM
19 1 GDM
14 1 GDM




hsa-miR-92a-3p

hsa-miR-92a-1-5p
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14 1 GDM
90 1 GDM
14 1 GDM
23 1 GDM
5 1 GDM
62 1 GDM
............................................... uauugcacuugucccgAccuguu. . .. .. .. 106 1 GDM
............................................... uaCugcacuugucccggeccuguu. - .. .- - - 360 1 GDM
............................................... uauugcacuugucccCgeccuguu. . . - - . . . 35 1 GDM
............................................... uauugcacuugucccggecugCu. ... .. .. 499 1 GDM
36 1 GDM
49 1 GDM
............................................... uauugcacuugucccgglcuguu. . .. .. .. 107 1 GDM
............................................... Cauugcacuugucccggccuguu. . ... ... 243 1 GDM
............................................... uauugcacuugucccggecluguu. ... . ... 59 1 GDM
............................................... uauugcacuugucccglccuguu. .« .. .. .. 23 1 GDM
............................................... uauugcacuugucccAgccuguu. . . .. ... 145 1 GDM
............................................... uauugAacuugucccggccuguu . . . - - . . . 11 1 GDM
............................................... uaAugcacuugucccggecuguu. - ..o .- . 54 1 GDM
............................................... uauugcacuuguccuggeccuguu. . . . . . . . 172 1 GDM
............................................... uauugcGecuugucccggecuguu . .. - - . . - 437 1 GDM
3 1 GDM
35 1 GDM
............................................... uauugcacuuguccGggccuguu. . . - - . . . 46 1 GDM
............................................... uauugcacuugucccggcAuguu. ... .. .. 17 1 GDM
............................................... uauugUacuugucccggecuguu. - ... - - - 174 1 GDM
............................................... uaCugcacuugucccggccuguu . . . - - . . - 360 1 GDM
............................................... uauugcacuugCcccggecuguu. - ..o . - . 526 1 GDM
............................................... uauugcacuugucccggecugCu. .. ... .. 499 1 GDM
............................................... uauugcacuugucccggccuguA. . ... ... 476003 1 GDM
106 1 GDM
11 1 GDM
174 1 GDM
............................................... Cauugcacuugucccggecuguu. - .- . - . - 243 1 GDM
............................................... uauugcacuugucGecggecuguu. - ... .- 8 1 GDM
............................................... uauugcacCugucccggeccuguu . . . - - . . . 370 1 GDM
............................................... uauCgcacuugucccggecuguu. - ..o« - . 544 1 GDM
............................................... uauugcacuuguccGggeccuguu. - . .. ... 46 1 GDM
19 1 GDM
526 1 GDM
17 1 GDM
22 1 GDM
24 1 GDM
152 1 GDM
97 1 GDM
120 1 GDM
67 1 GDM
26 1 GDM
............................................... uauugcacuugucccggecGguu. - .. oL - . 49 1 GDM
146 1 GDM
134 1 GDM
............................................... uauugcacuugucccggcCuguA. ... .. .. 476003 1 GDM
78 1 GDM
24 1 GDM
50 1 GDM
54 1 GDM
22 1 GDM
23 1 GDM
35 1 GDM
5 1 GDM
1 1 GDM
577 1 GDM
33 0 GDM
734 1 GDM
31 1 GDM
577 1 GDM
734 1 GDM
734 1 GDM
69 1 GDM
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hsa-miR-92a-3p

hsa-miR-92a-1-5p
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2 1 GDM
28 1 GDM
8 1 GDM
1 GDM

13 1 GDM
4 1 GDM
28 1 GDM
1 GDM

1 GDM

2 1 GDM
28 1 GDM
2 1 GDM
16 1 GDM
36 1 GDM
2 1 GDM
39 1 GDM
8 1 GDM
13 1 GDM
1 1 GDM
1 1 GDM
13 1 GDM
13 1 GDM
1 GDM

7 1 GDM
11 1 GDM
4 1 GDM
10 1 GDM
1 GDM

2 1 GDM
1 GDM

5 1 GDM
25 1 GDM
12 1 GDM
12 1 GDM
44 1 GDM
1 GDM

2 1 GDM
13 1 GDM
5 1 GDM
29 1 GDM
6 1 GDM
27 1 GDM
5 1 GDM
1 GDM

1 GDM

7 1 GDM
................................................ auugcacuugucccggcCugA. ... ... .. 283 1 GDM
................................................ auAgcacuugucccggecugu. .- - - .- - 8 1 GDM
................................................ auugcacuugucccggecugC. . ... .. .. 378 1 GDM
1 1 GDM
4 1 GDM
40 1 GDM
7 1 GDM
................................................ auugcacuugucccggecugC. ... ... .. 378 1 GDM
6 1 GDM
2 1 GDM
16 1 GDM
39 1 GDM
20 1 GDM
12 1 GDM
8 1 GDM
29 1 GDM
25 1 GDM
33 1 GDM
3 1 GDM
................................................ auugcacuugucccggcCugA. ... ... .. 283 1 GDM
6 1 GDM
39 1 GDM
7 1 GDM
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11
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............................................... uauugcacuugucccggccuA 501
............................................... uauugcacuuguUccggccug 9
............................................... uauugcacuugucccggccAg 1
............................................... uauugcGcuugucccggccug 32
............................................... Cauugcacuugucccggccug 13
............................................... uauugcacuugAcccggccug 2
............................................... uauugcacuugucccggccug 5039
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