
miRBase precursor : hsa-mir-7976
Total read count : 861
hsa-miR-7976 read count : 860
remaining reads : 1
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hsa-miR-7976

ugcccugagacuuuugcucuaauaauuuauucuaauaauaauuuagaucaaaagccucagggcaga -3'5'- exp

(((((((((.((((((.(((((....((((....))))....))))).)))))).))))))))).. reads mm sample

ugcccugagacuuuugcu................................................ 1 0 Z3_

ugcccugagacuuuugcuc............................................... 16 0 Z3_

ugcccugagacuuuCgcuc............................................... 1 1 Z3_

ugcccugagacuuuugcuU............................................... 3 1 Z3_

ugcccugagacuuuugcucu.............................................. 23 0 Z3_

ugcccugagacuuuugcucA.............................................. 5 1 Z3_

ugcccugagacuuuugcucC.............................................. 3 1 Z3_

ugcccAgagacuuuugcucua............................................. 1 1 Z3_

ugcccugagacuuuugcucua............................................. 9 0 Z3_

ugcccugagacuuuugcucuaa............................................ 3 0 Z3_

ugcccugagacuuuugcu................................................ 4 0 Z1_

ugcccugagacuuuugcC................................................ 1 1 Z1_

ugcccugagacuuuugcuU............................................... 10 1 Z1_

ugcccugagacuuAugcuc............................................... 1 1 Z1_

uAcccugagacuuuugcuc............................................... 1 1 Z1_

ugcccugagacuuuugcuc............................................... 101 0 Z1_

ugcccuUagacuuuugcuc............................................... 1 1 Z1_

ugcUcugagacuuuugcuc............................................... 1 1 Z1_

ugcccugagacuuuugUuc............................................... 2 1 Z1_

ugcccugagacuuuugcuA............................................... 5 1 Z1_

ugcccugagacuuuugcCc............................................... 1 1 Z1_

Agcccugagacuuuugcuc............................................... 1 1 Z1_

ugcccugagacuuuugcuG............................................... 1 1 Z1_

ugcccugagacuuuugcucC.............................................. 6 1 Z1_

ugcccugagacuuuugcucA.............................................. 1 1 Z1_

ugcccugagacuuuugcucu.............................................. 48 0 Z1_

ugcccugagacuuuugcucua............................................. 49 0 Z1_

ugcccGgagacuuuugcucua............................................. 1 1 Z1_

Cgcccugagacuuuugcucua............................................. 1 1 Z1_

ugcccugagacuuuugcucuaa............................................ 27 0 Z1_

ugcccCgagacuuuugcucuaa............................................ 1 1 Z1_

ugcccugagacuuuugcucuaau........................................... 1 0 Z1_

ugcccugagacuuuugcucuaaA........................................... 7 1 Z1_

ugcccugagacuuuugcu................................................ 11 0 GDM



ugcccugagacuuuugcucuaauaauuuauucuaauaauaauuuagaucaaaagccucagggcaga

hsa-miR-7976

ugcccugagacuuuugcu................................................ 11 0 GDM

ugcccugagacuuuugcG................................................ 1 1 GDM

ugcccugagacuuuugcu................................................ 11 0 GDM

ugcccugagacuuuugcC................................................ 1 1 GDM

ugcccugagacuuuugcuA............................................... 2 1 GDM

ugcccugagacuuuugcuA............................................... 2 1 GDM

ugcccugagacuuuugcuc............................................... 115 0 GDM

ugcccugagacuuuugcuU............................................... 6 1 GDM

ugcccugagacuuuugcuc............................................... 115 0 GDM

ugcccugagacuuuugcuc............................................... 115 0 GDM

ugcccugagacuuuugcuU............................................... 6 1 GDM

ugcccugGgacuuuugcuc............................................... 2 1 GDM

ugcccugagacuuuuAcuc............................................... 2 1 GDM

ugcccugagacuuuugcuU............................................... 6 1 GDM

ugcccugagacuuuCgcucu.............................................. 2 1 GDM

ugcccugagacuuuugcucC.............................................. 9 1 GDM

ugcccugagacuuCugcucu.............................................. 1 1 GDM

ugcccugGgacuuuugcucu.............................................. 1 1 GDM

ugcccugagacuuuugcucG.............................................. 1 1 GDM

Cgcccugagacuuuugcucu.............................................. 2 1 GDM

ugcccugagacuuuugcucA.............................................. 7 1 GDM

Agcccugagacuuuugcucu.............................................. 1 1 GDM

ugcccugagacuuuugcucA.............................................. 7 1 GDM

ugcccugagGcuuuugcucu.............................................. 1 1 GDM

ugcccugagacuuuugcucC.............................................. 9 1 GDM

ugcccugagacuuuugcucu.............................................. 102 0 GDM

ugcccAgagacuuuugcucu.............................................. 1 1 GDM

ugcccugagacuuuugcucC.............................................. 9 1 GDM

ugcccugagacuuuugcCcu.............................................. 1 1 GDM

ugcccugagacCuuugcucu.............................................. 2 1 GDM

ugcccugagacuuuugcucu.............................................. 102 0 GDM

ugcccugagacuuuugcuGu.............................................. 1 1 GDM

Cgcccugagacuuuugcucu.............................................. 2 1 GDM

ugcccugagacuuuugcucu.............................................. 102 0 GDM

ugcccugagacuuuugcucA.............................................. 7 1 GDM

ugcccugagacuuuCgcucua............................................. 1 1 GDM

ugcccugagacuuuugcucua............................................. 91 0 GDM

ugcccCgagacuuuugcucua............................................. 1 1 GDM

ugcccugagacuuuugcucua............................................. 91 0 GDM

Cgcccugagacuuuugcucua............................................. 2 1 GDM

ugcccugagacuuuugcucuG............................................. 2 1 GDM

ugcccAgagacuuuugcucua............................................. 1 1 GDM

ugcccugagacuuuugcucCa............................................. 1 1 GDM

ugcccugagacuuuugcucua............................................. 91 0 GDM

ugcccugagacuuAugcucuaa............................................ 1 1 GDM

ugcccugagacuuuugcucuaa............................................ 21 0 GDM

ugcccCgagacuuuugcucuaa............................................ 1 1 GDM

ugcccugagacuuuugcucuaa............................................ 21 0 GDM

ugcccugagacuuuugcucuaa............................................ 21 0 GDM

ugcccugagacuCuugcucuaa............................................ 1 1 GDM

ugcccugagacuuuugcucuaaA........................................... 3 1 GDM

.........................................uuuagaucaaaagccucagg..... 1 0 GDM

ugcccugagacuuuugcu................................................ 3 0 Z2_

ugcccugagacuuuugcuc............................................... 33 0 Z2_

Cgcccugagacuuuugcuc............................................... 1 1 Z2_

ugcccugagacuuuugcuA............................................... 1 1 Z2_

ugcccugagacuuuCgcuc............................................... 1 1 Z2_

ugcccCgagacuuuugcuc............................................... 1 1 Z2_

ugcccugagacuuuugcuU............................................... 3 1 Z2_

ugcccugagacuuuugcucC.............................................. 4 1 Z2_

ugcccugagGcuuuugcucu.............................................. 1 1 Z2_

ugcccugagacCuuugcucu.............................................. 1 1 Z2_

ugcccugagacuuuugcucu.............................................. 31 0 Z2_

ugcccugagacuuuugcucuG............................................. 1 1 Z2_

ugcccugGgacuuuugcucua............................................. 1 1 Z2_

ugcccugagacuuuugcucua............................................. 20 0 Z2_

ugcccugagacuuuugcucuaU............................................ 8 1 Z2_

Cgcccugagacuuuugcucuaa............................................ 1 1 Z2_

ugcccugagacuuuugcucuaa............................................ 6 0 Z2_



ugcccugagacuuuugcucuaauaauuuauucuaauaauaauuuagaucaaaagccucagggcaga

hsa-miR-7976

ugcccugagacuuuugcucuaaA........................................... 7 1 Z2_

ugcccugagacuuuugcucuaaAa.......................................... 1 1 Z2_


