
miRBase precursor : hsa-mir-7113
Total read count : 61
hsa-miR-7113-5p read count: 60
hsa-miR-7113-3p read count: 1
remaining reads : 0
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cuccagggagacagugugugaggccucuugccauggccucccugcccgccucucugcag -3'5'- exp

((.(((((((...(((.((((((((.........))))))...)).)))))))))).)) reads mm sample

cuccagggagacagugugugagg.................................... 1 0 Z1_

.uccagggagacagugugug....................................... 2 0 Z1_

.uccagggagacagugugugag..................................... 1 0 Z1_

.uccagggagacagugugugagg.................................... 1 0 Z1_

.uccagggagacagugugugaggcA.................................. 1 1 Z1_

..ccagggagacagugugugaggU................................... 1 1 Z1_

..ccagggagacagugugugaggcc.................................. 1 0 Z1_

...cagggagacagugugugaggU................................... 1 1 Z1_

...cagggagacagugugugaggc................................... 2 0 Z1_

.uccagggagacagugugugag..................................... 1 0 Z2_

.uccagggagacagugugugaggc................................... 4 0 Z2_

.uccagggagacagugugugaggcA.................................. 1 1 Z2_

.uccagggagacagugugugaggcU.................................. 2 1 Z2_

.uccagggagacagugugug....................................... 1 0 GDM

.uccagggagacaguguguga...................................... 1 0 GDM

.ucAagggagacaguguguga...................................... 1 1 GDM

.uccagggagacCgugugugag..................................... 1 1 GDM

.uccagggagacagugugugag..................................... 7 0 GDM

.uccagggagacagugugugag..................................... 7 0 GDM

.uccagggagacagugugugag..................................... 7 0 GDM

.uccagUgagacagugugugagg.................................... 1 1 GDM

.uccagggagacagugugugagg.................................... 11 0 GDM

.uccagggagacagugugugagg.................................... 11 0 GDM

.uccagggagacagugugugaggc................................... 5 0 GDM

.uccagggagacagugugugaggA................................... 1 1 GDM

.uccagggagacagugugugaggU................................... 3 1 GDM

.uccagggagacagugugugaggcc.................................. 2 0 GDM

..ccagggagacagugugugag..................................... 2 0 GDM

..ccagggagacagugugugagg.................................... 1 0 GDM

......................................ucccugcccgccucucugca. 1 0 GDM

.uccagggagacagugugugagg.................................... 4 0 Z3_



cuccagggagacagugugugaggccucuugccauggccucccugcccgccucucugcag

hsa-miR-7113-5p

hsa-miR-7113-3p


