
miRBase precursor : hsa-mir-708
Total read count : 65
hsa-miR-708-5p read count : 37
hsa-miR-708-3p read count : 28
remaining reads : 0
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..((((((((.(((((((((((.(((((.((...((..(((.......)))..)).)).))))).))))))))))).))))))))... reads mm sample

..........aaggagcuuacaaucuagcuggg....................................................... 2 0 Z1_

........................................................caacuagacugugagcuucua........... 3 0 Z1_

.........................................................aacuagacugugagcuucu............ 1 0 Z1_

..........aaggagcuuacaaucuagcugg........................................................ 2 0 GDM

..........aaggagcuuacaaucuagcuggA....................................................... 2 1 GDM

..........aaggagcuuacaaucuagcuggA....................................................... 2 1 GDM

..........aaggagcuuacaaucuagcuggg....................................................... 8 0 GDM

..........aaggagcuuGcaaucuagcuggg....................................................... 1 1 GDM

..........aaggagcuuacaaucuagcuggg....................................................... 8 0 GDM

..........aaggagcuuacaaucuagcugggU...................................................... 10 1 GDM

..........aaggagcuuacaaucuagcugggU...................................................... 10 1 GDM

........................................................caacuagacugugagcuucC............ 1 1 GDM

........................................................caacuagacugugagcuucu............ 4 0 GDM

........................................................caacuagacugugagcuucu............ 4 0 GDM

........................................................caacuagacugugagcuucua........... 2 0 GDM

........................................................caacuagacugugagcuucua........... 2 0 GDM

........................................................caacuagacugGgagcuucua........... 1 1 GDM

........................................................caacuagacugugagcuucuag.......... 1 0 GDM

........................................................caacuagacugugagcuucuagU......... 2 1 GDM

........................................................caacuagacugugagcuucuagU......... 2 1 GDM

.........................................................aacuagacugugagcuucua........... 1 0 GDM

.........................................................aacuagacugugagcuucuaga......... 3 0 GDM

.........................................................aacuagacugugagcuucCaga......... 1 1 GDM

..........aaggagcuuacaaucuagcug......................................................... 3 0 Z2_

..........aaggagcuuacaaucuagcuggU....................................................... 7 1 Z2_

..........aaggagcuuacaaucuagcuggC....................................................... 2 1 Z2_

........................................................caacuagacugugagcuucu............ 4 0 Z2_

........................................................caGcuagacugugagcuucu............ 1 1 Z2_

........................................................caacuagacugugagcuucua........... 3 0 Z2_


