
miRBase precursor : hsa-mir-6894
Total read count : 99
hsa-miR-6894-5p read count: 27
hsa-miR-6894-3p read count: 72
remaining reads : 0
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caagaaggaggauggagagcugggccagacaugcucuugccugcccucuuccuccag -3'5'- exp

......((((((.((((.((.((((.(((.....))).)))))).)))))))))).. reads mm sample

....aaggaggauggagagcugggc................................ 3 0 GDM

....aaggaggauggagagcugggccaga............................ 1 0 GDM

.....Gggaggauggagagcugggc................................ 2 1 GDM

..................................ucuugccugcccucuuccucca. 2 0 GDM

....................................uugccugcccucuuccucU.. 1 1 GDM

....................................uugccugcccucuuccucc.. 1 0 GDM

....................................uugccugcccucuuccuccU. 1 1 GDM

....................................uugccugcccucuuccucca. 14 0 GDM

....................................uugccugcccucuuccucca. 14 0 GDM

....................................uugccugcUcucuuccucca. 1 1 GDM

....................................uugccugcccucuuccucca. 14 0 GDM

....................................uugccugcccucuuccuccag 19 0 GDM

....................................uugccugcccucuuccuccag 19 0 GDM

....................................uugccugcccucuuccuccag 19 0 GDM

....................................uugccugcccucuuccuccaU 1 1 GDM

.....................................ugccugcccucuuccuccag 1 0 GDM

....aaggaggauggagagcugggc................................ 1 0 Z2_

....................................uugccugcccucuuccuccag 2 0 Z2_

....................................uugccugcccucuuccuccaA 1 1 Z2_

.....................................ugccugcccucuuccuccag 5 0 Z2_

....aaggaggauggagagcugggU................................ 2 1 Z1_

....aaggaggauggagagcugggc................................ 2 0 Z1_

....aaggaggauggagagcugggcc............................... 1 0 Z1_

....aaggaggauggagagcugggccag............................. 6 0 Z1_

....aaggaggauggagagcugggccaga............................ 4 0 Z1_

....aaggaggauggagagcugggccagU............................ 3 1 Z1_

.....aggaggauggagagcugggccaga............................ 2 0 Z1_

....................................uugccugcccucuuccucU.. 2 1 Z1_

....................................uugccugcccucuuccucc.. 3 0 Z1_

....................................uugccugcccucuuccucca. 2 0 Z1_

....................................uugccugcccucuuccuccag 4 0 Z1_

....................................uugGcugcccucuuccuccag 1 1 Z1_



caagaaggaggauggagagcugggccagacaugcucuugccugcccucuuccuccag

hsa-miR-6894-3p

hsa-miR-6894-5p

.....................................ugccugcccucuuccucc.. 1 0 Z1_

.....................................ugccugcccucuuccucca. 1 0 Z1_

.....................................ugccugcccucuuccuccag 4 0 Z1_

....................................uugccugcccucuuccucca. 1 0 Z3_

....................................uugccugcccucuuccuccag 4 0 Z3_


