
miRBase precursor : hsa-mir-6877
Total read count : 57
hsa-miR-6877-5p read count: 52
hsa-miR-6877-3p read count: 3
remaining reads : 2
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aguucagggccgaaggguggaagcugcuggugcucaucucagccucugcccuuggccuccccag -3'5'- exp

......(((((.(((((((((.((((..(((....))).)))).))))))))))))))...... reads mm sample

...ucagggccgaaggguggaaA......................................... 1 1 Z1_

...ucagggccgaaggguggaagU........................................ 2 1 Z1_

....cagggccgaaggguggaagcu....................................... 4 0 Z1_

.....agggccgaaggguggaagcC....................................... 1 1 Z1_

.....agggccgaaggguggaagcu....................................... 3 0 Z1_

.....agggccgaaggguggaagcug...................................... 7 0 Z1_

.....agggccgaaggguggaagcugcu.................................... 1 0 Z1_

...........................................cucugcccuuggccuccccU. 1 1 Z1_

....cagggccgaaggguggaagcugU..................................... 2 1 Z2_

.....agggccgaaggguggaagcug...................................... 2 0 Z2_

.....agggccgaaggguggaagcugA..................................... 3 1 Z2_

.....agggccgaaggguggaagcugU..................................... 2 1 Z2_

..uucagggccgaaggguggaagA........................................ 2 1 GDM

...ucagggccgaaggguggaagc........................................ 3 0 GDM

...ucagggccgaaggguggaagU........................................ 4 1 GDM

...ucagggccgaaggguggaagc........................................ 3 0 GDM

...ucGgggccgaaggguggaagc........................................ 1 1 GDM

.....agggccgaaggguggaagcu....................................... 10 0 GDM

.....agggccgaaggguggaagcu....................................... 10 0 GDM

.....agggccgaaggguggaagcug...................................... 1 0 GDM

.....agggccgGaggguggaagcug...................................... 2 1 GDM

.....agggccgaaggguggaagcGg...................................... 1 1 GDM

.....agggccgaaggguggaagcugU..................................... 1 1 GDM

.....agggccgaaggguggaagcugcu.................................... 1 0 GDM

..........................................ccucugcccuuggccucccca. 1 0 GDM

..........................................ccucugcccuuggccuccccG. 1 1 GDM


