
miRBase precursor : hsa-mir-6859-1
Total read count : 121
hsa-miR-6859-5p read count: 91
hsa-miR-6859-3p read count: 29
remaining reads : 1
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ugugggagaggaacaugggcucaggacagcgggugucagcuugccugacccccaugucgccucuguag -3'5'- exp

....(.(((((.(((((((.(((((..(((........)))..)))))..)))))))..))))).).. reads mm sample

.....gagaggaacaugggcuca............................................. 5 0 GDM

.....gagaggaacaugggcucagg........................................... 7 0 GDM

.....gagaggaacaugggcucagg........................................... 7 0 GDM

.....gagaggaacaugggcucagg........................................... 7 0 GDM

.....gagaggaacaugggcucagga.......................................... 10 0 GDM

.....gagaggaacaugggcucagga.......................................... 10 0 GDM

.....gagaggaacaugggcucagga.......................................... 10 0 GDM

.....gagaggaacaugggcucaggaU......................................... 1 1 GDM

.....gagaggaacaugggcucaggaA......................................... 2 1 GDM

.....gagaggaacaugggcucaggaca........................................ 12 0 GDM

.....gagaggaacaugggcucaggaca........................................ 12 0 GDM

.....gagaggaacaugggcucaggaca........................................ 12 0 GDM

......agaggaacaugggcucagga.......................................... 1 0 GDM

...........................................ccugacccccaugucgccucu.... 2 0 GDM

...........................................ccugacccccaugucgccucug... 5 0 GDM

...........................................ccugacccccaugucgccucCg... 1 1 GDM

...........................................ccugacccccaugucAccucug... 4 1 GDM

...........................................ccugacccccaugucgccucugu.. 1 0 GDM

...........................................ccugacccccaugucgccucugua. 2 0 GDM

.....gagaggaacaugggcucagAaca........................................ 1 1 Z2_

.....gagaggaacaugggcucaA............................................ 2 1 Z1_

.....gagaggaacaugggcucagg........................................... 3 0 Z1_

.....gagaggaacaugggcucagga.......................................... 18 0 Z1_

.....gagGggaacaugggcucagga.......................................... 1 1 Z1_

.....gagaggaacaCgggcucagga.......................................... 1 1 Z1_

.....gagaggaCcaugggcucagga.......................................... 1 1 Z1_

.....gagaggaacaugggcucaggaA......................................... 5 1 Z1_

.....gagaggaacaugggcucaggac......................................... 3 0 Z1_

.....gagaggaacaugggcucaggaU......................................... 2 1 Z1_

.....gagaggaacaugggcucaggaca........................................ 7 0 Z1_

......agaggaacaugggcucagga.......................................... 5 0 Z1_

.........................................ugccugacccccauguUgccucu.... 1 1 Z1_



ugugggagaggaacaugggcucaggacagcgggugucagcuugccugacccccaugucgccucuguag

hsa-miR-6859-3p

hsa-miR-6859-5p

...........................................ccugacccccauguUgccucu.... 1 1 Z1_

...........................................ccugacccccaugucgccucug... 6 0 Z1_

...........................................ccugacccccaugucAccucug... 1 1 Z1_

...........................................ccugacccccaugucgccucugu.. 1 0 Z1_

...........................................ccugacccccaugucgccucugua. 1 0 Z1_

.....gagaggaacaugggcucagg........................................... 1 0 Z3_

.....gagaggaacaugggcucagga.......................................... 2 0 Z3_

.....gagaggaacaugggcucaggacU........................................ 1 1 Z3_

...........................................ccugacccccaugucgccucug... 2 0 Z3_

.............................................ugacccccaugucgccucugu.. 1 0 Z3_

.............................................ugacccccaugucgccucugG.. 1 1 Z3_


