
miRBase precursor : hsa-mir-6825
Total read count : 71
hsa-miR-6825-5p read count: 61
hsa-miR-6825-3p read count: 8
remaining reads : 2 5'
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....auggggagguguggagucagc......................................... 1 0 Z3_

.....uggggagguguggagucagcaugU..................................... 1 1 Z3_

.....uggggagguguggagucagcaugg..................................... 1 0 Z3_

...cauggggagguguggagucagcauggggcu................................. 1 0 Z2_

...cauggggagguguggagucagcauggggcC................................. 1 1 Z2_

.....uggggagguguggagucagcaugU..................................... 5 1 Z2_

.....uggggagguguggagucagcaugg..................................... 6 0 Z2_

.....uggggagguguggagucagc......................................... 1 0 GDM

.....uggggagguguggagucagA......................................... 3 1 GDM

.....Cggggagguguggagucagca........................................ 1 1 GDM

.....uggggagguguggagucagca........................................ 3 0 GDM

.....uggggagguguggagucagca........................................ 3 0 GDM

.....uggggagguguggagucagcaug...................................... 6 0 GDM

.....uggggagguguggagucagcauA...................................... 1 1 GDM

.....uggggagguguggagucagcaugg..................................... 3 0 GDM

.....uggggagguguggagucagcaugA..................................... 3 1 GDM

.....uggggagguguggagucagcaugU..................................... 1 1 GDM

............................................cgcugacccgccuucucc.... 2 0 GDM

............................................cgcugacccgccuucucU.... 1 1 GDM

............................................cgcugacccgccuucuccgc.. 1 0 GDM

....auggggagguguggagucagc......................................... 2 0 Z1_

....auggggagguguggagucagU......................................... 1 1 Z1_

.....uggggagguguggagucagc......................................... 2 0 Z1_

.....uggggagguguggagucagcaC....................................... 1 1 Z1_

.....uggggagguguggagucagcau....................................... 1 0 Z1_

.....uggggagguguggagucagcaug...................................... 5 0 Z1_

.....uggggagguguggagucagcaugA..................................... 2 1 Z1_

.....uggggagguguggagucagcaugg..................................... 10 0 Z1_

......ggggagguguggagucagU......................................... 1 1 Z1_

...........................................gcgcugacccgccuucucc.... 2 0 Z1_

............................................cgcugacccgccuucuccgcU. 2 1 Z1_



gggcauggggagguguggagucagcauggggcuaggaggccccgcgcugacccgccuucuccgcag

hsa-miR-6825-5p

hsa-miR-6825-3p


