
miRBase precursor : hsa-mir-6808
Total read count : 178
hsa-miR-6808-5p read count: 0
hsa-miR-6808-3p read count: 172
remaining reads : 6
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ggggccaggcagggaggugggaccaugggggccuugcugugugaccaccguuccugcag -3'5'- exp

........((((((((((((...(((((........)))))...))))).))))))).. reads mm sample

......................................gugugaccaccguuccugca. 1 0 Z3_

......................................gugugaccaccguuccugcaA 1 1 Z3_

......................................gugCgaccaccguuccugcag 1 1 Z3_

......................................gugugaccaccguuccugcag 6 0 Z3_

......................................gugugaccaccguuccug... 3 0 Z1_

......................................gugugaccacUguuccugc.. 1 1 Z1_

......................................gugugaccaccguuccugc.. 5 0 Z1_

......................................gugugaccaccguuccugca. 10 0 Z1_

......................................gugugaccaccguuccuAcag 1 1 Z1_

......................................gugugaccGccguuccugcag 1 1 Z1_

......................................gugugGccaccguuccugcag 1 1 Z1_

......................................gugugaccaccguuccugcaA 5 1 Z1_

......................................gugCgaccaccguuccugcag 1 1 Z1_

......................................gugugaUcaccguuccugcag 2 1 Z1_

......................................gugugaccaccguuccugcag 49 0 Z1_

.................................uugcugugugaccaccguuccug... 3 0 Z2_

......................................gugugaccaccguuccugc.. 1 0 Z2_

......................................gugugaccaccAuuccugca. 1 1 Z2_

......................................gugugaccaccguuccugca. 1 0 Z2_

......................................gugugaccaccguuccugcag 8 0 Z2_

.................................uugcugugugaccaccguC....... 1 1 GDM

.................................uugcugugugaccaccguuccug... 2 0 GDM

......................................gugugGccaccguuccugc.. 1 1 GDM

......................................gugugaccaccguuccugc.. 4 0 GDM

......................................gugugaccaccguuccugc.. 4 0 GDM

......................................gugugaccaccguuccugca. 19 0 GDM

......................................gugugaccaccguuccugca. 19 0 GDM

......................................gugugaccaccguuccugcU. 1 1 GDM

......................................gugugaccaccguuccugca. 19 0 GDM

......................................guguAaccaccguuccugca. 2 1 GDM

......................................gugugaccaccguuccugcag 37 0 GDM



ggggccaggcagggaggugggaccaugggggccuugcugugugaccaccguuccugcag

hsa-miR-6808-5p

hsa-miR-6808-3p

......................................gugugaccaccguuccugcCg 1 1 GDM

......................................gugugaccaccguuccugcaA 5 1 GDM

......................................gugCgaccaccguuccugcag 2 1 GDM

......................................gugugacAaccguuccugcag 1 1 GDM

......................................gugCgaccaccguuccugcag 2 1 GDM

......................................gugugaccaccguuccugcag 37 0 GDM

......................................gugugaccaccguuccugcaA 5 1 GDM

......................................gugugaccaccguuccugcag 37 0 GDM


