
miRBase precursor : hsa-mir-6803
Total read count : 233
hsa-miR-6803-5p read count: 0
hsa-miR-6803-3p read count: 233
remaining reads : 0
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cuccucuggggguggggggcugggcgugguggacagcgaugcaucccucgccuucucacccucag -3'5'- exp

.....(((((((((((((((.((((((.((.....)).))))...))..)))))).))))))))) reads mm sample

...........................................ucccucgccuucucacccucG. 1 1 Z3_

...........................................ucccucgccuucucacccucC. 1 1 Z3_

...........................................ucccucgccuucucacccuca. 13 0 Z3_

...........................................ucccucgccuucucacccucag 3 0 Z3_

...........................................ucccucgccuucucacccu... 6 0 GDM

...........................................ucccucgccuucucacccC... 1 1 GDM

...........................................ucccucgccuucucacccu... 6 0 GDM

...........................................ucccucgccuucucacccu... 6 0 GDM

...........................................ucccucgccuucucacccuc.. 15 0 GDM

...........................................ucccucgccuucucacccuc.. 15 0 GDM

...........................................ucccucgccuucucacccuU.. 1 1 GDM

...........................................ucccucgccuucCcacccuc.. 1 1 GDM

...........................................ucccucgccuucucacccuc.. 15 0 GDM

...........................................ucccucgccuucucacccucG. 2 1 GDM

...........................................ucccucgccuucucacccucU. 15 1 GDM

...........................................ucccucgccuucucacccuca. 56 0 GDM

...........................................ucccucgccuucucacccucU. 15 1 GDM

...........................................ucccucgccuucucacccuca. 56 0 GDM

...........................................ucccucgccuucucacccucG. 2 1 GDM

...........................................Ccccucgccuucucacccuca. 1 1 GDM

...........................................ucccucgccuucCcacccuca. 3 1 GDM

...........................................ucccucgccuucucacccuca. 56 0 GDM

...........................................ucccucgccuucucacccucC. 1 1 GDM

...........................................ucccucgccuucucacccucU. 15 1 GDM

...........................................ucccucgccuucCcacccuca. 3 1 GDM

...........................................ucccucgccuucucacccucaU 2 1 GDM

...........................................ucccucgccuucucacccucag 19 0 GDM

...........................................ucccucgccuucucacccucGg 1 1 GDM

...........................................ucccucgccuucucacccucaC 2 1 GDM

...........................................ucccucgccuucucacccucag 19 0 GDM

...........................................ucccucgccuucucacccucaU 2 1 GDM

...........................................ucccucgccuucucacccucaA 1 1 GDM

...........................................ucccucgccuucucacccucag 19 0 GDM



cuccucuggggguggggggcugggcgugguggacagcgaugcaucccucgccuucucacccucag

hsa-miR-6803-3p

hsa-miR-6803-5p

...........................................ucccucgccuucucacccu... 8 0 Z1_

...........................................ucccucgccuucucacccuc.. 7 0 Z1_

...........................................uGccucgccuucucacccuca. 1 1 Z1_

...........................................ucccucgccuucucacccuca. 21 0 Z1_

...........................................ucccucgccuucucacccCca. 1 1 Z1_

...........................................ucccucgccuucucacccucU. 5 1 Z1_

...........................................ucccucgccuucucacccucag 8 0 Z1_

...........................................ucccucgccuucucacccu... 1 0 Z2_

...........................................ucccucgccuuUucacccu... 1 1 Z2_

...........................................ucccucgccuucucacccuc.. 5 0 Z2_

...........................................ucccucgccuucucacccucU. 7 1 Z2_

...........................................ucccucgccuucucGcccuca. 1 1 Z2_

...........................................ucccucgccuucucacccuca. 16 0 Z2_

...........................................Ccccucgccuucucacccuca. 2 1 Z2_

...........................................ucccucgccuucucacccucag 4 0 Z2_


