
miRBase precursor : hsa-mir-6802
Total read count : 137
hsa-miR-6802-5p read count: 5
hsa-miR-6802-3p read count: 131
remaining reads : 1

5'
g
a g g

g c u a g g u g g g g g g
c u

u g a a g
c
c
c c

g a g
a

u

g
c

cuc
ac

g
u

cuuca
cc

ccucucaccuaagc
a

g3'

freq.

length

1

0.75

0.5

0.25

0

hsa-miR-6802-5p

hsa-miR-6802-3p
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....(((((((((((((..(((((.(..(((....)))..).)))))..)))))))))).))).. reads mm sample

.........................................ucuucaccccucCcaccuaag... 1 1 Z3_

.........................................ucuucaccccucucaccuaag... 6 0 Z3_

.........................................ucuucaccccucucaccuaagU.. 2 1 Z3_

..........................................cuucaccccucucaccuaag... 1 0 Z3_

..........................................cuucaccccucucaccuaGg... 2 1 Z3_

..........................................cuucaccccCcucaccuaagc.. 2 1 Z3_

..........................................cuucaccccucucaccuaagca. 3 0 Z3_

...........................................uucaccccucucaccuaagca. 1 0 Z3_

.....cuagguggggggcuugaagc........................................ 2 0 Z1_

.........................................ucuucaccccucucaccu...... 3 0 Z1_

.........................................ucuucaccccucucaccua..... 2 0 Z1_

.........................................ucuucaccccucucaccuaa.... 1 0 Z1_

.........................................ucuucaccccucucacUuaag... 1 1 Z1_

.........................................ucuucaccccucucaccuaag... 12 0 Z1_

..........................................cuucaccccucucaccuaagU.. 1 1 Z1_

..........................................cuucaccccucucaccuaagca. 3 0 Z1_

..........................................cuucaccccucucaccuaagcag 8 0 Z1_

.........................................ucuucacccUucucaccuaag... 1 1 Z2_

.........................................ucuucaccccucucaccuaag... 7 0 Z2_

.........................................ucuucaccccucucaccuaagU.. 2 1 Z2_

.........................................ucuucaccccucucaccuaagc.. 3 0 Z2_

..........................................cuucaccccucucaccuaagU.. 1 1 Z2_

...........................................uucaccccucucaccuaagca. 2 0 Z2_

......uagguggggggcuugaagU........................................ 3 1 GDM

.......................................cgucuucaccccucucaccuaa.... 1 0 GDM

.........................................ucuucaccccucucaccu...... 2 0 GDM

.........................................ucuucaccccucucaccua..... 2 0 GDM

.........................................ucuucaccccucucaccua..... 2 0 GDM

.........................................ucuucaccccucucaccuaa.... 4 0 GDM

.........................................ucuucaccccucucaccuaa.... 4 0 GDM

.........................................ucuucaccccucucaccuaa.... 4 0 GDM



gagggcuagguggggggcuugaagccccgagaugccucacgucuucaccccucucaccuaagcag

hsa-miR-6802-5p

hsa-miR-6802-3p

.........................................ucuucaccccCcucaccuaag... 1 1 GDM

.........................................ucuucaccccucucaccuaag... 36 0 GDM

.........................................ucuucaccccucucaccuaag... 36 0 GDM

.........................................ucuucaccccucucaccuaag... 36 0 GDM

.........................................ucuucacccUucucaccuaag... 1 1 GDM

.........................................ucuucaccccucucaccuaCg... 1 1 GDM

.........................................ucuucaccccucCcaccuaag... 1 1 GDM

.........................................ucCucaccccucucaccuaag... 1 1 GDM

.........................................ucuucaccccuUucaccuaag... 1 1 GDM

..........................................cuucaccccucucaccuaag... 6 0 GDM

..........................................cuucaccccucucaccuaag... 6 0 GDM

..........................................cuucaccccucucaccuaaA... 1 1 GDM

..........................................cuucaccccucucaccuaag... 6 0 GDM

..........................................cuucaccccucucaccuaagc.. 3 0 GDM

..........................................cuucaccccucucaccuaagc.. 3 0 GDM

..........................................cuucaccccucucaccuaagca. 1 0 GDM

..........................................cuucaccccucucaccuaagcG. 2 1 GDM

..........................................cuucaccccucucaccuaagcag 1 0 GDM

...........................................uucaccccucucaccuaagc.. 1 0 GDM

............................................ucaccccucucaccuaagcag 1 0 GDM


