
miRBase precursor : hsa-mir-6762
Total read count : 81
hsa-miR-6762-5p read count: 0
hsa-miR-6762-3p read count: 81
remaining reads : 0 5'a
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..............................................................cuggcugcuucccuugguc..... 2 0 Z3_

..............................................................cuggcugcuucccuuggucu.... 2 0 Z3_

..............................................................cuggcugcuucccuuggucCcca. 1 1 Z3_

...............................................................uggcugcuucccuuggucucc.. 1 0 Z3_

...............................................................uggcugcuucccuuggucucca. 3 0 Z3_

..............................................................cuggcugcuucccuuggucucca. 3 0 Z2_

...............................................................uggcugcuucccuuggucucca. 1 0 Z2_

..............................................................cuggcugcuucccuuggu...... 1 0 Z1_

..............................................................cuggcugcuucccuugguc..... 1 0 Z1_

..............................................................cuggcugcuucccuuggucu.... 3 0 Z1_

..............................................................cuggcugcuucccuuggAcucca. 1 1 Z1_

..............................................................cuggcugcuucccuuggCcucca. 1 1 Z1_

..............................................................cuggcugcuucccuuggucucca. 16 0 Z1_

...............................................................uggcugcuucccuugguc..... 1 0 Z1_

...............................................................uggcugcuuccUuuggucucca. 1 1 Z1_

...............................................................uggcugcuucccuuggucuccC. 1 1 Z1_

...............................................................uggcugcuucccuuggucucca. 10 0 Z1_

...............................................................uggcugcuucccuuggucuccag 1 0 Z1_

..............................................................cuggcugcuucccuuggu...... 1 0 GDM

..............................................................cuggcugcuucccAugguc..... 1 1 GDM

..............................................................cuggcugcuucccuugguc..... 4 0 GDM

..............................................................cuggcugcuucccuuggucu.... 5 0 GDM

..............................................................cuggcugcuucccuuggucu.... 5 0 GDM

..............................................................cuggcugcuucccuuggucucc.. 1 0 GDM

..............................................................cuggcugcuucccuuggucucA.. 2 1 GDM

..............................................................cuggcugcuucccuuggCcucca. 1 1 GDM

..............................................................cuggcugcuucccuuggucucca. 7 0 GDM

..............................................................cuggcugcuucccuuggucucca. 7 0 GDM

..............................................................cuggcugcuucccuuggucucca. 7 0 GDM

...............................................................uggcugcuucccuuggucu.... 3 0 GDM

...............................................................uggcugcuucccuuggucucca. 5 0 GDM



agagccggggccauggagcagccuguguagacggggaccugcccugcaugggcacccccucacuggcugcuucccuuggucuccag
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...............................................................uggcugcuucccuuggucuccag 1 0 GDM


