
miRBase precursor : hsa-mir-6749
Total read count : 105
hsa-miR-6749-5p read count: 0
hsa-miR-6749-3p read count: 42
remaining reads : 63
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ggcccucgggccugggguugggggagcucuguccugucucacucauugcuccuccccugccuggcccag -3'5'- exp

.......(((((.((.(..((((((((..((............))..))))))))..).)).))))).. reads mm sample

.............................................uugcuccuccccugccuggU.... 7 1 GDM

.............................................uugcuccuccccugccuggc.... 14 0 GDM

.............................................uugcuccuccccugccuggU.... 7 1 GDM

.............................................uugcucUuccccugccuggc.... 1 1 GDM

.............................................uugcuccuccccugccuggc.... 14 0 GDM

.............................................uugcuccuccccugccuggA.... 1 1 GDM

.............................................uugcuccuccccugccuggG.... 1 1 GDM

.............................................uugcuccuccccugccuggc.... 14 0 GDM

.............................................uugcuccuccccugccuggcc... 2 0 GDM

.............................................uugcuccuccccugccuggcccaU 1 1 GDM

..............................................uAcuccuccccugccuggccca. 2 1 GDM

..............................................ugcuccuccccugccuggccca. 1 0 GDM

................................................cuccuccccugccuggcccag 1 0 GDM

.................................................uccuccccugccuggccc.. 3 0 GDM

.................................................uccuccccugccuggccU.. 1 1 GDM

.................................................uccuccccugccuggccca. 5 0 GDM

.................................................uccuccccugccuggccca. 5 0 GDM

.................................................uccuccccugccuggcccag 7 0 GDM

.................................................uccuccccugccuggcccaU 4 1 GDM

.................................................uccuccccugccuggcccag 7 0 GDM

.................................................uccuccccugccuggcccaA 4 1 GDM

.................................................uccuccccugccuggcccaA 4 1 GDM

.................................................uccuccccugccuggcccag 7 0 GDM

...........................ucuguccugucucacucauug..................... 1 0 Z1_

.............................................uugcuccuccccugccugg..... 8 0 Z1_

.............................................uugcuccuccccugccuggA.... 1 1 Z1_

.............................................uugcuccuccccugccuggU.... 2 1 Z1_

.............................................uugcuccuccccugccuAgc.... 1 1 Z1_

.............................................uugcuccuccccugccuggc.... 12 0 Z1_

.............................................uugcuccuccccugccuggcA... 2 1 Z1_

.............................................uugcuccuccccugccuggcc... 3 0 Z1_

................................................cuccuccccugccuggcccag 1 0 Z1_

.................................................Cccuccccugccuggccc.. 1 1 Z1_



ggcccucgggccugggguugggggagcucuguccugucucacucauugcuccuccccugccuggcccag

hsa-miR-6749-5p

hsa-miR-6749-3p

.................................................uccuccccugccuggccc.. 1 0 Z1_

.................................................uccuccccugccuggccca. 3 0 Z1_

.................................................uccuccccugccuggcccaC 1 1 Z1_

.................................................uccuccccugccuggcccaU 1 1 Z1_

.................................................uccuccccugccuggcccag 2 0 Z1_

.............................................uugcuccuccccugccugg..... 1 0 Z2_

.............................................uugcuccuccccugccuggA.... 1 1 Z2_

.............................................uugcuccuccccugccuggc.... 2 0 Z2_

..............................................ugcuccuccccugccuggc.... 1 0 Z2_

................................................cuccuccccugccuggcccC. 1 1 Z2_

.................................................uccuccccugccuggcccag 1 0 Z2_

.............................................uugcuccuccccugccuggA.... 1 1 Z3_

.............................................uugcuccuccccugccuggc.... 1 0 Z3_

.................................................uccuccccugccuggcccag 1 0 Z3_


