
miRBase precursor : hsa-mir-6743
Total read count : 146
hsa-miR-6743-5p read count: 0
hsa-miR-6743-3p read count: 145
remaining reads : 1
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ggguaaaggggcagggacggguggccccaggaagaagggccugguggagccgcucuucucccugcccacag -3'5'- exp

........(((((((((.(((((((((((((........))))..)).)))))))...))))))))).... reads mm sample

..............................................gagccgcucuucucccugccU.... 2 1 GDM

..............................................gagccgcucuucucccugccA.... 2 1 GDM

..............................................gagccgcucuucucccugcccaGa. 1 1 GDM

..............................................gagccgcucuucucccugcccacU. 9 1 GDM

..............................................gagccgcucuucucccugcccacC. 2 1 GDM

..............................................gagccgcucuucucccugcccacU. 9 1 GDM

..............................................gagccgcucuucucccugcccaca. 2 0 GDM

..............................................gagccgcucuucucccugcccacU. 9 1 GDM

..............................................gagccgcucuucucccugcccaca. 2 0 GDM

...............................................agccgcucuucucccugccca... 2 0 GDM

...............................................agccgcucuucucccugcccaA.. 2 1 GDM

...............................................agccgcucuucucccugAccaca. 1 1 GDM

...............................................agccgcucuucucccugcccacU. 7 1 GDM

...............................................agccgcucuucucccugcccaGa. 1 1 GDM

...............................................agccgcucuucucccugcccaca. 31 0 GDM

...............................................agccgcucuucucccugcccaca. 31 0 GDM

...............................................agccgcucuucucccugcccGca. 2 1 GDM

...............................................agccgcucuucucccugcccacU. 7 1 GDM

...............................................agccgcucuucucccugcccaca. 31 0 GDM

...............................................agccgcucuucucccCgcccaca. 1 1 GDM

...............................................Ggccgcucuucucccugcccaca. 1 1 GDM

............................................uggagccgcucuucucccugcccaca. 1 0 Z1_

..............................................gagccgcucuucucccugcccaca. 1 0 Z1_

..............................................gagccgcucuucucccugcccaAa. 1 1 Z1_

..............................................gagccgcucuucucccugcccacU. 3 1 Z1_

...............................................agccgcucuucucccugcccaU.. 1 1 Z1_

...............................................agccgcucuucucccugcccac.. 1 0 Z1_

...............................................agccgcucuucucccugcccacU. 11 1 Z1_

...............................................agccgcucuucucccugcccaGa. 1 1 Z1_

...............................................agccgcucuucucccugcccaca. 12 0 Z1_

...............................................agccgcucuucucccugcccacC. 1 1 Z1_

..............................................gagccgcucuucucccugcc..... 2 0 Z2_



ggguaaaggggcagggacggguggccccaggaagaagggccugguggagccgcucuucucccugcccacag

hsa-miR-6743-5p

hsa-miR-6743-3p

..............................................gagccgcucuucucccugcccaG.. 2 1 Z2_

..............................................gagccgcucuucucccugcccacU. 6 1 Z2_

..............................................gagccgcucuucucccugcccaUa. 5 1 Z2_

..............................................gagccgcucuucucccugcccaca. 1 0 Z2_

..............................................gagccgcucuucucccugcccacC. 1 1 Z2_

...............................................agccgcucuucucccugcccaca. 12 0 Z2_

...............................................agccgcucuucucccugcccacU. 4 1 Z2_

..............................................gagccgcucuucucccugcccaU.. 1 1 Z3_

..............................................gagccgcucuucuUccugcccaca. 1 1 Z3_

..............................................gagccgcucuucucccugcccaca. 2 0 Z3_

..............................................gagccgcucuucucccugcccacU. 1 1 Z3_

..............................................gagccgcucuucucccugccUaca. 1 1 Z3_

...............................................agccgcucuucucccugcccacU. 5 1 Z3_

...............................................agccgcucuucucccugcccaca. 3 0 Z3_


