
miRBase precursor : hsa-mir-6741
Total read count : 280
hsa-miR-6741-5p read count: 119
hsa-miR-6741-3p read count: 161
remaining reads : 0
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aaugggugggugcuggugggagccgugcccuggccacucauucggcucucucccucacccuag -3'5'- exp

...(((((((....((.((((((((......(....).....)))))))).)))))))))... reads mm sample

.....gugggugcuggugggagccgu..................................... 2 0 Z2_

.....gugggugcuggugggagccgCg.................................... 1 1 Z2_

.....gugggugcuggugggagccguA.................................... 1 1 Z2_

.....gugggugcuggugggagccgug.................................... 15 0 Z2_

.....gugggugcuggugggagccgugA................................... 3 1 Z2_

.....gugggugcuggugggagccgugU................................... 6 1 Z2_

.....gugggugcuggugggagccgugc................................... 1 0 Z2_

.........................................ucggcucucucccucacccu.. 4 0 Z2_

.........................................ucggcucucucccucacccuaA 1 1 Z2_

.........................................ucggcucucucccucacccuag 12 0 Z2_

.....gugggugcuggugggagccgu..................................... 3 0 Z1_

.....gugggugcuggugggagccguA.................................... 1 1 Z1_

.....gugggugcuggugggagccgug.................................... 9 0 Z1_

.....gugggugcuggugggagccgugU................................... 20 1 Z1_

.....gugggugcuggugggagccgugc................................... 2 0 Z1_

.....gugggugcuggugggagccgugA................................... 3 1 Z1_

.....gugggugcuggCgggagccgugc................................... 1 1 Z1_

.........................................ucggcucucucccucacccu.. 7 0 Z1_

.........................................ucggcucucucccucacccC.. 2 1 Z1_

.........................................ucggcucucucccucacccua. 19 0 Z1_

.........................................ucggcucucucccucGcccuag 3 1 Z1_

.........................................ucggcucucucccucacccuaC 1 1 Z1_

.........................................ucggcucucucccucacccuag 42 0 Z1_

..........................................cggcucucucccucacccuag 1 0 Z1_

.....gugggugcuggugggagccgu..................................... 3 0 GDM

.....gugggugcuggugggagccguU.................................... 1 1 GDM

.....gugggugcuggugggagccgug.................................... 9 0 GDM

.....gugggugcuggugggagccgug.................................... 9 0 GDM

.....gugggugcuggugggagccgug.................................... 9 0 GDM

.....gugggugcuggugggagccgugA................................... 12 1 GDM

.....gugggugcuggugggagccgugA................................... 12 1 GDM

.....gugggugcuggugggagccgugU................................... 21 1 GDM



aaugggugggugcuggugggagccgugcccuggccacucauucggcucucucccucacccuag

hsa-miR-6741-5p

hsa-miR-6741-3p

.....gugggugcuggugggagccgugU................................... 21 1 GDM

.....gugggugcuggugggagccgugA................................... 12 1 GDM

.....gugggugcuggugggagccgugU................................... 21 1 GDM

.........................................ucggcucucucccucaccc... 3 0 GDM

.........................................ucggcucucucccucacccu.. 9 0 GDM

.........................................ucggcucucucccucacccu.. 9 0 GDM

.........................................ucggcucucucccucacccu.. 9 0 GDM

.........................................ucggcucucucccucacccuG. 1 1 GDM

.........................................ucggcucucucccucacccua. 4 0 GDM

.........................................ucggcucucucccucacccua. 4 0 GDM

.........................................ucggcucucucccucacccuag 37 0 GDM

.........................................ucggcucucucccucacccuag 37 0 GDM

.........................................ucggcucucucccucacccuaU 1 1 GDM

.........................................ucggcucucucccAcacccuag 1 1 GDM

.........................................ucggcucucucccucacccuaA 1 1 GDM

.........................................ucggcucucucccucacccuag 37 0 GDM

.........................................ucggcucucucccucGcccuag 1 1 GDM

.........................................Acggcucucucccucacccuag 1 1 GDM

..........................................cggcucucucccucacccuCg 1 1 GDM

..........................................cggcucucucccucacccuag 3 0 GDM

.....gugggugcuggugggagccgug.................................... 4 0 Z3_

.....gugggugcuggugggagccgugU................................... 1 1 Z3_

.........................................ucggcucucucccucacccuag 5 0 Z3_

.........................................ucggcucucucccCcacccuag 1 1 Z3_


