
miRBase precursor : hsa-mir-6734
Total read count : 396
hsa-miR-6734-5p read count: 304
hsa-miR-6734-3p read count: 92
remaining reads : 0
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...acuugaggggagaaugagguggaU......................................... 2 1 Z3_

....cuugaggggagaaugaggugg........................................... 1 0 Z3_

.....uugaggggagaaugaggugga.......................................... 1 0 Z3_

.....uugaggggagaaugagguggag......................................... 1 0 Z3_

.....uugaggggagaaugagguggaga........................................ 3 0 Z3_

.....Cugaggggagaaugagguggaga........................................ 1 1 Z3_

.....Gugaggggagaaugagguggaga........................................ 1 1 Z3_

.....uugaggggagaaugagguggaAa........................................ 2 1 Z3_

.....uugaggggagaaugagguggagU........................................ 3 1 Z3_

......ugaggggagaaugagguggag......................................... 1 0 Z3_

......ugaggggagaaugaggCggaga........................................ 1 1 Z3_

.............................................cccuucccucacucuucuc.... 1 0 Z3_

.............................................cccuucccucacucuuUucuca. 1 1 Z3_

.............................................cccuucccucacucuucucuca. 1 0 Z3_

....cuugaggggagaaugaggugga.......................................... 1 0 Z1_

.....uugaggggagaaugaggugg........................................... 2 0 Z1_

.....uugaggggagaaugaggugA........................................... 1 1 Z1_

.....uugaggggagaaugaggugga.......................................... 2 0 Z1_

.....uCgaggggagaaugagguggag......................................... 1 1 Z1_

.....uugaggggagaaugagguggaC......................................... 1 1 Z1_

.....uugaggggagaaugagguggag......................................... 10 0 Z1_

.....uugaggggagaaCgagguggaga........................................ 1 1 Z1_

.....uugaggggagaaugagguggagU........................................ 3 1 Z1_

.....Gugaggggagaaugagguggaga........................................ 1 1 Z1_

.....uugaggggagaaugagguggaga........................................ 13 0 Z1_

......ugaggggagaaugaggugga.......................................... 1 0 Z1_

......ugaggggagaaugagguggag......................................... 1 0 Z1_

......ugaggggagaaugagguggaga........................................ 2 0 Z1_

.............................................cccuucccucacucuucucu... 7 0 Z1_

.............................................cccuucccucacucuucucuc.. 6 0 Z1_

.............................................cccuucccucacucuucucuUa. 1 1 Z1_

.............................................cccuucccucacucuucucuca. 16 0 Z1_

.............................................cccuucccucacucuucucucag 1 0 Z1_



agaacuugaggggagaaugagguggagaagcccagguucugaauccccuucccucacucuucucucag

hsa-miR-6734-5p

hsa-miR-6734-3p

.............................................cccuucccucacucuucucucaA 2 1 Z1_

...............................................cuucccucacucuucucuca. 1 0 Z1_

................................................uucccucacucuucucucag 1 0 Z1_

...acuugaggggagaaugaggug............................................ 2 0 GDM

...acuugaggggagaaugaggugg........................................... 3 0 GDM

...Gcuugaggggagaaugaggugg........................................... 1 1 GDM

...acuugaggggagaaugaggugg........................................... 3 0 GDM

...acuugaggggagaaugaggugga.......................................... 9 0 GDM

...acuugaggggagaaugaggugga.......................................... 9 0 GDM

...acuugaggggagaGugaggugga.......................................... 1 1 GDM

...acuugaggggagUaugagguggag......................................... 1 1 GDM

...acuugaggggagaaCgagguggag......................................... 1 1 GDM

...acuugaggggagaaugagguggag......................................... 3 0 GDM

...acuugaggggagaaugagguggag......................................... 3 0 GDM

....cuugaggggagaaugaggugg........................................... 4 0 GDM

....cuugaggggagaaugaggugg........................................... 4 0 GDM

....cuugaggggagaaugaggugA........................................... 1 1 GDM

....cuugaggggagaaugaggugg........................................... 4 0 GDM

....cuugaggggagaaugaggugC........................................... 1 1 GDM

....cuugaggggagaaugaggugga.......................................... 2 0 GDM

....cuugaggggagaaugagguggag......................................... 2 0 GDM

....cuugaggggagaaugagguggaga........................................ 2 0 GDM

....cuugaggggagaaugagguggaga........................................ 2 0 GDM

.....uugaggggagaaugaggugg........................................... 11 0 GDM

.....uugaggggagaaugaggugg........................................... 11 0 GDM

.....uugaggggagaaugaggugg........................................... 11 0 GDM

.....uugaggggagaaugaggugU........................................... 1 1 GDM

.....uugaggggagaaugaggugga.......................................... 8 0 GDM

.....uugaggggagaaugaggugga.......................................... 8 0 GDM

.....uugaggggagaaugaggugga.......................................... 8 0 GDM

.....uugaggggagaaugagguggag......................................... 36 0 GDM

.....uugaggggagaaugagguggaA......................................... 3 1 GDM

.....uugaggggagaaugagguggag......................................... 36 0 GDM

.....uugaggggagaaugagguggaA......................................... 3 1 GDM

.....uugaggggagaaugaggCggag......................................... 1 1 GDM

.....uugaggggagaaugGgguggag......................................... 3 1 GDM

.....Augaggggagaaugagguggag......................................... 1 1 GDM

.....uugaggggagaaugagguggag......................................... 36 0 GDM

.....uugaggggGgaaugagguggaga........................................ 1 1 GDM

.....uugaggggagaaugagguggagU........................................ 5 1 GDM

.....uGgaggggagaaugagguggaga........................................ 1 1 GDM

.....uugaggggagGaugagguggaga........................................ 3 1 GDM

.....uugaggggagaaugagguggaga........................................ 50 0 GDM

.....uugaggggagaaugagguggaga........................................ 50 0 GDM

.....uugaggggagaaugagguggagU........................................ 5 1 GDM

.....uugaggggagGaugagguggaga........................................ 3 1 GDM

.....uugaggggagaaugagguggaga........................................ 50 0 GDM

.....uugaggggagaaugagguggagaa....................................... 2 0 GDM

......ugaggggagaaugagguggag......................................... 4 0 GDM

......ugaggggagaaugagguggag......................................... 4 0 GDM

......ugaggggagaaugagguggaga........................................ 3 0 GDM

......ugaggggagaaugagguggaga........................................ 3 0 GDM

.............................................cccuucccucacucuucucu... 14 0 GDM

.............................................cccuucccucacucuucucu... 14 0 GDM

.............................................cccuucccucacucuucucu... 14 0 GDM

.............................................cccuucccucacucuucucuc.. 5 0 GDM

.............................................cccuucccucacucuucucuc.. 5 0 GDM

.............................................cccuucccucacucuucucuca. 16 0 GDM

.............................................cccuucccucacucuucucuca. 16 0 GDM

.............................................cccuucccucacucuucucuca. 16 0 GDM

.............................................cccuucccucacucuucucucag 6 0 GDM

.............................................cccuucccucacucuucucucag 6 0 GDM

.............................................cccuucccucacucuucucucag 6 0 GDM

..............................................ccuucccucacucuucucucag 3 0 GDM

...............................................cuucccucacucuucucuca. 1 0 GDM

................................................uucccucacucuucucuc.. 1 0 GDM

................................................uucccucacucuucucucag 1 0 GDM

...acuugaggggagaaugaggug............................................ 1 0 Z2_



agaacuugaggggagaaugagguggagaagcccagguucugaauccccuucccucacucuucucucag

hsa-miR-6734-5p

hsa-miR-6734-3p

...acuugaggggagaaugaggugga.......................................... 1 0 Z2_

...acuugaggggagaaugagguggag......................................... 2 0 Z2_

....cuugaggggagaaugagguggag......................................... 1 0 Z2_

.....uugaggggagaaugaggugg........................................... 1 0 Z2_

.....uugaggggagaaugaggugga.......................................... 7 0 Z2_

.....uugaggggagaaugagguggag......................................... 27 0 Z2_

.....uugaggggagaaGgagguggag......................................... 1 1 Z2_

.....uugaggggagaaugagguggaC......................................... 1 1 Z2_

.....uugaggggagaGugagguggag......................................... 2 1 Z2_

.....uugaggggagaaCgagguggag......................................... 1 1 Z2_

.....uugaggggagaaugagguggaA......................................... 2 1 Z2_

.....uugaggggagaaCgagguggaga........................................ 1 1 Z2_

.....uugaggggagaaugagguggagU........................................ 3 1 Z2_

.....uCgaggggagaaugagguggaga........................................ 1 1 Z2_

.....uugaggggagaaugagguggaga........................................ 24 0 Z2_

.....uugaggggagaaugaggCggaga........................................ 2 1 Z2_

......ugaggggagaaugaggugga.......................................... 3 0 Z2_

.............................................cccuucccucacucuucucu... 2 0 Z2_

.............................................cccuucccucacucuucucuc.. 1 0 Z2_

.............................................cccuucccucacucuucucuca. 4 0 Z2_


