
miRBase precursor : hsa-mir-6501
Total read count : 244
hsa-miR-6501-5p read count: 240
hsa-miR-6501-3p read count: 4
remaining reads : 0
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ggaguugccagggcugccuuuggugacagcagcaguagaguugccagagcagccugcgguaacagua -3'5'- exp

...((((((.(((((((.(((((((((.((....))...))))))))))))))))..)))))).... reads mm sample

..aguugccagggcugccuuu.............................................. 2 0 Z3_

..aguugccagggcugccuuugg............................................ 3 0 Z3_

..aguugccagggcugccuuuggu........................................... 1 0 Z3_

..aguugccagggcugccuuuggA........................................... 1 1 Z3_

..aguCgccagggcugccuuuggug.......................................... 2 1 Z3_

..aguugccagggcugccuuuggug.......................................... 19 0 Z3_

..aguugccagggcGgccuuuggug.......................................... 1 1 Z3_

...........................................ccagagcagccugcgguaacagu. 2 0 Z3_

..aguugccagggcugccuuugA............................................ 1 1 Z2_

..aguugccagggcugccuuugg............................................ 10 0 Z2_

..aguugccagggcugccuuuggug.......................................... 5 0 Z2_

..aguCgccagggcugccuuug............................................. 1 1 Z1_

..aguugccagggcugccuuug............................................. 1 0 Z1_

..aguugccagggcugccuuugg............................................ 9 0 Z1_

..aguugccagggcugccuuuggu........................................... 8 0 Z1_

..aguugccagggcCgccuuuggug.......................................... 2 1 Z1_

..aguugccCgggcugccuuuggug.......................................... 2 1 Z1_

..aguugccagggcugccuuuggug.......................................... 37 0 Z1_

..aguugccagggcugccuuugguA.......................................... 4 1 Z1_

..aguugccagggcugccuuugguga......................................... 1 0 Z1_

..aguugccagggcugccuuCgguga......................................... 1 1 Z1_

..aguugccagggcugccuuug............................................. 3 0 GDM

..aguugccagggcugccuuug............................................. 3 0 GDM

..Gguugccagggcugccuuugg............................................ 1 1 GDM

..aguugccagggcugccuuugg............................................ 31 0 GDM

..aguugccagggcugccuuugg............................................ 31 0 GDM

..aguugccagggcugccuuugA............................................ 5 1 GDM

..aguugccagggcugccuuugg............................................ 31 0 GDM

..aguugccagggcugccuuugU............................................ 2 1 GDM

..aguugccagggcugccCuugg............................................ 1 1 GDM

..aguugccagggcugccuuuggC........................................... 4 1 GDM



ggaguugccagggcugccuuuggugacagcagcaguagaguugccagagcagccugcgguaacagua

hsa-miR-6501-3p

hsa-miR-6501-5p

..aguugccagggcugccuuuggA........................................... 1 1 GDM

..aguugccagggcugccuuuggu........................................... 10 0 GDM

..aguugccagggcugccuuuggC........................................... 4 1 GDM

..aguugccCgggcugccuuuggu........................................... 1 1 GDM

..aguugccagggcugccuuuggu........................................... 10 0 GDM

..aguugccagggcugccuuuggu........................................... 10 0 GDM

..aguugccagggcugccuuugguA.......................................... 13 1 GDM

..aguugccagggcugccuuugguU.......................................... 6 1 GDM

..aguugccagggcugccuuuggGg.......................................... 2 1 GDM

..aguugccagggcugccuuuggug.......................................... 46 0 GDM

..aguugccagggcugccuuugguC.......................................... 2 1 GDM

..aguugccagggcugccuuuggug.......................................... 46 0 GDM

..aguugccagggcugccuuugguU.......................................... 6 1 GDM

..aguugccagggcugccuuuggug.......................................... 46 0 GDM

..aguugccagggcugccuAuggug.......................................... 1 1 GDM

..aguugccagggcugccuuugguA.......................................... 13 1 GDM

...........................................ccagagcagccugcgguaacagu. 2 0 GDM


