
miRBase precursor : hsa-mir-641
Total read count : 100
hsa-miR-641 read count : 100
remaining reads : 0
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..............gaaagacauaggauagag................................................................... 3 0 Z2_

...............aaagacauaggauagagCcacc.............................................................. 1 1 Z2_

...............aaagacauaggauagagucaccu............................................................. 2 0 Z2_

...............aaagacauaggauagagucaccucu........................................................... 2 0 Z2_

................aagacauaggauagagucaccucu........................................................... 1 0 Z2_

...............aaagacauaggauagagucacc.............................................................. 2 0 Z1_

...............aaagacauaggauagagucaccu............................................................. 8 0 Z1_

...............aaagacauaggauagagucGccucu........................................................... 1 1 Z1_

...............aaagacauaggauagagucaccucu........................................................... 10 0 Z1_

...............aaagacauaggauagagucaccucA........................................................... 3 1 Z1_

...............aaagacauaggauagagucaccucC........................................................... 1 1 Z1_

................aagacauaggauagagucaccucu........................................................... 7 0 Z1_

................aagacauaggauagagucUccucu........................................................... 1 1 Z1_

..............gaaagacauaggauagagu.................................................................. 3 0 GDM

...............aaagacauaggauagaguc................................................................. 3 0 GDM

...............aaagacauaggauagaguca................................................................ 1 0 GDM

...............aaagacauaggauagagucaccu............................................................. 4 0 GDM

...............aaagacauaggauagagucaccA............................................................. 1 1 GDM

...............aGagacauaggauagagucaccucu........................................................... 1 1 GDM

...............aaagacauaggauagagucaccucu........................................................... 4 0 GDM

................aagacauaggauagagucaccu............................................................. 1 0 GDM

................aagacauaggauagagucaccucu........................................................... 13 0 GDM

................aagacaCaggauagagucaccucu........................................................... 1 1 GDM

................aagacauaggauagagucaccucu........................................................... 13 0 GDM

...............aaagacauaggauagagucaccu............................................................. 6 0 Z3_

...............aaagacauaggauagagucaccC............................................................. 1 1 Z3_

...............aaagacauaggauagagucaccucA........................................................... 1 1 Z3_

...............aaagacauaggauagagucaccucu........................................................... 8 0 Z3_

...............aaagacauaggauagagucaccucC........................................................... 3 1 Z3_

................aagacauaggauagagucaccC............................................................. 1 1 Z3_

................aagacauaggauagagucaccu............................................................. 1 0 Z3_

................aagacauaggauagagucaccucu........................................................... 4 0 Z3_



ugggugaaaggaaggaaagacauaggauagagucaccucuguccucuguccucuaccuauagaggugacuguccuaugucuuuccuuccucuuaccccu

hsa-miR-641

................Gagacauaggauagagucaccucu........................................................... 1 1 Z3_


