
miRBase precursor : hsa-mir-597
Total read count : 99
hsa-miR-597-5p read count : 0
hsa-miR-597-3p read count : 93
remaining reads : 6
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.......................................................Ggugguucucuuguggcuca...................... 1 1 Z3_

.......................................................agugguucucuuguggcucaag.................... 3 0 Z3_

......................................................cagugguucucuuguggcucU...................... 4 1 GDM

......................................................cagugguucucuuguggcucC...................... 1 1 GDM

.......................................................agugguucucuuguggcucU...................... 1 1 GDM

.......................................................agugguucucuuguggcuca...................... 9 0 GDM

.......................................................agugguucucuuguggcuca...................... 9 0 GDM

.......................................................agugguucucuuguggcucaag.................... 21 0 GDM

.......................................................agugguucucuuguggcucaag.................... 21 0 GDM

.......................................................agugguucucuuguggcucaaA.................... 2 1 GDM

.......................................................agugguucucuuguggcucaag.................... 21 0 GDM

.......................................................agugguucucGuguggcucaag.................... 1 1 GDM

.......................................................agugguucucuuguggcucaagU................... 3 1 GDM

.......................................................agugguucucuuguggcucaa..................... 1 0 Z2_

.......................................................agugguucucuugCggcucaag.................... 1 1 Z2_

.......................................................agugguucucuuAuggcucaag.................... 1 1 Z2_

.......................................................agugguucucuuguggcucaag.................... 14 0 Z2_

.........................................................ugguucucuuguggcucaag.................... 3 0 Z2_

......................................................cagugguucucuuguggcucaag.................... 1 0 Z1_

.......................................................agugguucucuuguggcuca...................... 1 0 Z1_

.......................................................agugguucucuuguggcucaaA.................... 1 1 Z1_

.......................................................agugguucucuuguggcucaag.................... 21 0 Z1_

.......................................................agCgguucucuuguggcucaag.................... 1 1 Z1_

.......................................................agugguucucuugugAcucaag.................... 1 1 Z1_

........................................................gugguucucuuguggcucaag.................... 1 0 Z1_

.........................................................ugguucucuuguggcucaag.................... 5 0 Z1_

.........................................................ugguucucuuguggcucaaA.................... 1 1 Z1_


