
miRBase precursor : hsa-mir-581
Total read count : 136
hsa-miR-581 read count : 136
remaining reads : 0
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hsa-miR-581

guuaugugaagguauucuuguguucucuagaucagugcuuuuagaaaauuugugugaucuaaagaacacaaagaauaccuacacagaaccaccugc -3'5'- exp

(((.((((.(((((((((((((((((.(((((((..((.............)).))))))).))))))).)))))))))).)))).)))....... reads mm sample

...............ucuuguguucucuagaucagug........................................................... 4 0 Z3_

...............ucuuguguucucuagaucagugA.......................................................... 2 1 Z3_

.................uuguguucCcuagaucagug........................................................... 1 1 Z3_

.................uuguguucucuagaucagugcu......................................................... 4 0 Z3_

...............ucuuguguucucuagaucag............................................................. 6 0 Z1_

...............ucuuguguucucuagaucagu............................................................ 4 0 Z1_

...............ucuuguguucucuagaucagug........................................................... 13 0 Z1_

...............ucuuguguucCcuagaucagug........................................................... 1 1 Z1_

...............ucuuguguucucuagaucagugA.......................................................... 1 1 Z1_

...............ucuuguguucucuagaucagugc.......................................................... 7 0 Z1_

...............ucuuguAuucucuagaucagugc.......................................................... 1 1 Z1_

...............ucuuguguucucuagaucagugcu......................................................... 2 0 Z1_

................cuuguguucucuagaucagugU.......................................................... 2 1 Z1_

................cuuguguucucuagaucagugc.......................................................... 2 0 Z1_

.................uuguguucucuagaucagug........................................................... 1 0 Z1_

.................uuguguucucuagaucagugcu......................................................... 1 0 Z1_

.................uuguguucucuagaucagugcC......................................................... 3 1 Z1_

...............ucuuguguucucuagaucagug........................................................... 5 0 Z2_

...............ucuuguguucucuagaucagugc.......................................................... 2 0 Z2_

...............ucuuguguucucuagaucagugA.......................................................... 2 1 Z2_

................cuuguguucucuagaucagugG.......................................................... 1 1 Z2_

................cuuguguucucuagaucagugA.......................................................... 2 1 Z2_

.................uuguguucucuagaucagug........................................................... 2 0 Z2_

.................uuguguucucuagaucagugcu......................................................... 2 0 Z2_

...............ucuuguguucucuagaucag............................................................. 2 0 GDM

...............ucuuguguucucuagaucagu............................................................ 5 0 GDM

...............ucuuguguucucuagaucagu............................................................ 5 0 GDM

...............ucuuguguucucuagaucagC............................................................ 4 1 GDM

...............ucuuguguucucuagaAcagug........................................................... 1 1 GDM

...............ucuuguguucucuagaucagug........................................................... 17 0 GDM

...............ucuuguguucucuagaucagug........................................................... 17 0 GDM

...............ucuuguguucucuagaucagug........................................................... 17 0 GDM



guuaugugaagguauucuuguguucucuagaucagugcuuuuagaaaauuugugugaucuaaagaacacaaagaauaccuacacagaaccaccugc

hsa-miR-581

................cuuguguucucuagaucagug........................................................... 5 0 GDM

................cuuguguucucuagaucagGg........................................................... 2 1 GDM

................cuuguguucucuagaucagug........................................................... 5 0 GDM

................cuuguguucucuagaucagugc.......................................................... 1 0 GDM

.................uuguguucucuagaucagugcC......................................................... 1 1 GDM

.................uuguguucucuagaucagugcu......................................................... 24 0 GDM

.................uuguguucucuaAaucagugcu......................................................... 1 1 GDM

.................uuguguucucuagaucagugcA......................................................... 2 1 GDM

.................uuguguucucuagaucagugcu......................................................... 24 0 GDM

.................uuguguucucuagaucagugcu......................................................... 24 0 GDM

.................uuguguucucuagaucagugcA......................................................... 2 1 GDM


