
miRBase precursor : hsa-mir-5695
Total read count : 69
hsa-miR-5695 read count : 20
remaining reads : 49

5'c a a g g c c u a u c ua u c u a g a u u c u u c u u g g
c cu c u c

u g a g
c a

u
g

ca
uuc

cugaga
cu

ccaagaagaaucuaga
cagauaggccuug3'

freq.

length

1

0.75

0.5

0.25

0

hsa-miR-5695

caaggccuaucuaucuagauucuucuuggccucucugagcaugcauuccugagacuccaagaagaaucuagacagauaggccuug -3'5'- exp

((((((((((((.((((((((((((((((..((((.(((......)))..))))..)))))))))))))))).)))))))))))) reads mm sample

............aucuagauucuucuuggccucu................................................... 3 0 Z3_

.............ucuagauucuucuuggccucu................................................... 5 0 Z3_

.....................................................Ucuccaagaagaaucuagaca........... 1 1 Z3_

...........uaucuagauucuucuuggccucu................................................... 3 0 Z1_

...........uaucuagauucuucuuggccucA................................................... 1 1 Z1_

...........uaucuagGuucuucuuggccucu................................................... 1 1 Z1_

............aucuagauucuucuuggccucC................................................... 1 1 Z1_

............aucuagauucuucuuggccucu................................................... 3 0 Z1_

.............ucuagauucuucuuggccucu................................................... 5 0 Z1_

.....................................................acuccaagGagaaucuagac............ 1 1 Z1_

.....................................................acuccaagaagaaucuagaca........... 2 0 Z1_

......................................................cuccaagaagaaucuagac............ 1 0 Z1_

................................................................aaucuagacagaCaggccu.. 1 1 Z1_

............aucuagauCcuucuuggccucu................................................... 1 1 Z2_

......................................................cuccaagaagaaucuagacaga......... 2 0 Z2_

...........uaucuagauucuucuuggccucu................................................... 1 0 GDM

...........uaucuagauucuucuuggccucC................................................... 3 1 GDM

............Uucuagauucuucuuggccucu................................................... 1 1 GDM

............aucuagauucuucuuggccucu................................................... 8 0 GDM

............aucuagauucuucuuggccucu................................................... 8 0 GDM

............aucuagauucuucuuggccucu................................................... 8 0 GDM

.............ucuagauucuucuuggccucu................................................... 3 0 GDM

.............ucuagauucuucuuggccucu................................................... 3 0 GDM

.............ucuGgauucuucuuggccucu................................................... 1 1 GDM

.............ucuagauucuucuuggccucC................................................... 1 1 GDM

....................................................gacuccaagaagaaucuagaca........... 2 0 GDM

.....................................................acuccaagaagaaucuagaca........... 2 0 GDM

.....................................................acuUcaagaagaaucuagaca........... 1 1 GDM

.....................................................acuccaagaagaaucuagaca........... 2 0 GDM

.....................................................acuccaagaagaaucuagacaga......... 2 0 GDM

......................................................cuccaagaagaaucuagacagU......... 3 1 GDM

......................................................cuccaagaagaaucuagacaga......... 3 0 GDM



caaggccuaucuaucuagauucuucuuggccucucugagcaugcauuccugagacuccaagaagaaucuagacagauaggccuug
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......................................................cuccaagaagaaucuagacaga......... 3 0 GDM

......................................................cuccaagaagaaucuagacagU......... 3 1 GDM

................................................................aaucuagacagauaggccuuU 7 1 GDM


