miRBase precursor
Total read count

: hsa-mir-532
123923

hsa-miR-532-5p read count : 23068
hsa-miR-532-3p read count : 854
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caugccuugaguguaggGeegu. . .

caugUcuugaguguaggaccgu
caugccAugaguguaggaccgu
cGugccuugaguguaggaccgu

caugccuugaguguaAgaccgu
caugccuugaguguGggaccgu
cauAccuugaguguaggaccgu
caugccuugaguAuaggaccgu
caugccuAgaguguaggaccgu
caugccuugagAguaggaccgu

Gaugccuugaguguaggaccgu. . .

caugccuugagugualgaccgu
Uaugccuugaguguaggaccgu
caugccCugaguguaggaccgu
caugccuugaguguaggaccgu

caugccuugaguguaggaccgG. - .
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.caugccuugaAuguaggaccgu. - .

................... caugccuugaguguGggaccgu
................... caugccuCgaguguaggaccgu
................... caugccuugaguguaggacugu
................... caugccuugUguguaggaccgu
.caugccuugaguguagAaccgu. - .

................... caugccuugaguguagUaccgu
................... caugccuugagAguaggaccgu
................... caugccuugagugulggaccgu

................... caugcUuugaguguaggaccgu

................... €augGCUUgAgUIUAGYACCTU - - - - - - o o
................... caugccuuUaguguaggaccgu
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caugccuugaguguaggac. - -
caugccuugaguguaggacc - -
caugccuugaguguaggacu. -
caugccuugagugCaggacc- -
caugccuugaguguGggaccg -
caugccuugaguguaggaccg -
caugccCugaguguaggaccg -
caugccuugagCguaggaccg -
caugccuugGguguaggaccg -

. caulccuugaguguaggaccg. -

caugccuCgaguguaggaccg -
caugccuugaguguaggaccA.
caugccuugagugCaggaccg -
caugUcuugaguguaggaccg -
caugccuugaguguaggacug -
caugccuugaguguaggGeceg -
Uaugccuugaguguaggaccg .
caugccuugagugulggaccg -

. caugccuugaguguaggaccu. .

caGgccuugaguguaggaccgu
caAgccuugaguguaggaccgu
caugccAugaguguaggaccgu
caugccuugGguguaggaccgu
caugUcuugaguguaggaccgu
Uaugccuugaguguaggaccgu
caugccuCgaguguaggaccgu
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40
................... caugccuugaguguGggaccguu 1
................... caugAcuugaguguaggaccguu 1
................... caugUcuugaguguaggaccguu 1
. caugcAuugaguguaggaccguu. . 2
................... caAgccuugaguguaggaccguu 2
................... caugccuugaguguaggaccguA 932
................... caugccuugaguguaggGeecguu 2
................... caugccuuAaguguaggaccguu 1
.cGugccuugaguguaggaccguu. . 1
................... caugccuugagCguaggaccguu 3
................... caugccGugaguguaggaccguu 1
................... caugccuugGguguaggaccguu 2
................... caugccuugaAuguaggaccguu 1
................... caugccuugaguguaggaccguu 518
................... caugccuugaguguaggacUguu 1
................... UaugccuugaguguaggacCCUU. -« e - v e m e e eeaee e e meamameamaaeaneanaaeaeannnenn 1
................... caugccuugUgugUAGQACCOUU . . -« c v e e e e e e e e e e s e s s s e e e e sasaaaaaaaaeaaaaaaennnnn 1
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.................. CCAUGCCUUGAGUIUAGGACCYU - « « - o -« e e e mm e e e m o e e e e e m e e e e e n e w e e e e aeenma
.................. CCAUGCCUUGAGUIUAGIACCYC . -« - o o e e e e cmm e e e e m e e e e e e e e e e e e e eaaenmnn
.................. CCAUGCCUUGAGUIUAGGACCYUU - « -« « = e e e n o c e e e m e e e e m e e e e n e e ee oo eaeeeaman
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................... caugccuugagCguaggaccg
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................... Uaugccuugaguguaggaccg
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hsa-miR-532-3p

cgacuugcuuucucuccuccaugccuugaguguaggaccguuggcaucuuaauuacccucccacacccaaggcuugcagaagagcgagecu

6 1 GDM

37 1 GDM

3 1 GDM

3 1 GDM

1 1 GDM

2 1 GDM

3 1 GDM

6 1 GDM

3 1 GDM

37 1 GDM

3 1 GDM

1 GDM

1 1 GDM

590 0 GDM

1 1 GDM

9 1 GDM

9 1 GDM

1 1 GDM

6 1 GDM

6 1 GDM

1 1 GDM

3 1 GDM

1 1 GDM

9 1 GDM

................... caugcUuugaguguaggacCOU. « . - v e v e e cee e e mame e e e e e 7 1 GDM
................... caugccuugaguguaggaccAu 4 1 GDM
................... caugccuCgaguguaggaccgu 9 1 GDM
................... caugccuugaguguaggacugu 15 1 GDM
................... caugccuugagugualgaccgu 1 GDM
................... caugAcuugaguguaggaccgu 1 GDM
.caugccuugagCguaggaccgu. . - 15 1 GDM
................... caCgccuugaguguaggaccgu 16 1 GDM
................... cCugccuugaguguaggaccgu 6 1 GDM
................... caugccCugaguguaggaccgu 20 1 GDM
................... caugccuugaAuguaggaccgu 1 GDM
.caugccAugaguguaggaccgu. . . 7 1 GDM
................... caugccuugaguAuaggaccgu 7 1 GDM
................... cGugccuugaguguaggaccgu 12 1 GDM
................... caugccuugagugCaggaccgu 19 1 GDM
................... caAgccuugaguguaggaccgu 1 GDM
................... caugccuugaguUuaggaccgu 1 GDM
................... caugccuugaguguUggaccgu 9 1 GDM
................... caugccuugaguguGggaccgu 11 1 GDM
................... cauAccuugaguguaggaccgu 9 1 GDM
................... caugccuugagAguaggaccgu 10 1 GDM
................... Aaugccuugaguguaggaccgu 1 GDM
.caugccuAgaguguaggaccgu. . - 7 1 GDM
................... caugccuugagugCaggaccgu 19 1 GDM
................... caugUcuugaguguaggaccgu 9 1 GDM
................... cauAccuugaguguaggaccgu 9 1 GDM
................... caugccuGgaguguaggaccgu 1 GDM
.caugccuugaguguaggaccgG. . . 35 1 GDM
................... caugccuugaguguGggaccgu 11 1 GDM
................... caugccCugaguguaggaccgu 20 1 GDM
................... caCgccuugaguguaggaccgu 16 1 GDM
................... caugccuugaguguaggalcgu 10 1 GDM
................... caugccuugaguguaggaccgu 4941 0 GDM
................... Uaugccuugaguguaggaccgu 12 1 GDM
................... caugccuugaguguaggacugu 15 1 GDM
................... caugccAugaguguaggaccgu 7 1 GDM
................... caCgccuugaguguaggaccgu 16 1 GDM
................... caugccuugaguguaggaccgu 4941 0 GDM
.caugccuugagAguaggaccgu. . . 10 1 GDM
................... caugccuugaguguaggaccgC 356 1 GDM
................... caugccuugaguguaggGeegu 23 1 GDM
................... caugccuugaguguagguccgu 2 1 GDM
................... clugccuugaguguaggaccgu 6 1 GDM
.caugccuulUaguguaggaccgu. . - 2 1 GDM
................... caugccuugaguguaggacAgu 11 1 GDM
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cgacuugcuuucucuccuccaugccuugaguguaggaccguuggcaucuuaauuacccucccacacccaaggcuugcagaagagcgagecu

................... UaugeccuugaguguUAgQACCU - v -« c v e eemem e e memma e ama e e 12 1 GDM
................... caugecuugaguUgUACHACCOU . -« « c v v e e e e et et e e s s s e s e ee s aaaa e e 1 GDM
................... [o2= 18 7AXoT TN WTs =T T8 o TUE=To To T= Lot o o [ [ 9 1 GDM
................... [or=T0TeToTol[UTeT=To [U Lo 01T fo o o ote U 11 1 GDM
................... [o2=T0Ts oToTU1U o F=To 8o U E= o /2= T oo 1 GDM
................... [o2= 18T ToT TN UTs =T T8 o TUE=To 1= Lo o o U [ 8 1 GDM
................... [or=T0TeToToI[UTe[CTo U Te V=T fo o o ole U 21 1 GDM
................... caugUcuugagugUAGQACCOU . « -« c c v e e e e e e e e e e e e s e s e e ee s aaaaaaaaaaaaaaaeaaaean 9 1 GDM
................... [o2=18Ts ToT TN UTo F=To T8 o TUE=To To T= Lot o e 2 233 1 GDM
................... CaugCCUUAAGUIUAGYACCOU - - v - v e e memem e mmameemmaeameeneanneneannns 8 1 GDM
................... caugccCugaguguaggaccgu 20 1 GDM
................... caugccuuAaguguaggaccgu 8 1 GDM
................... caAgccuugaguguaggaccgu 3 1 GDM
................... cCugccuugaguguaggaccgu 6 1 GDM
.caugccuuAaguguaggaccgu. . . 8 1 GDM
................... caugccuugaguAuaggaccgu 7 1 GDM
................... caugAcuugaguguaggaccgu 3 1 GDM
................... caugccuugaguguaggacAgu 11 1 GDM
................... caugccuugaguguaggaccgA 233 1 GDM
.caugccuugaguguaAgaccgu. . . 5 1 GDM
................... caugccuugaguguaggGeegu 23 1 GDM
................... caugccGugaguguaggaccgu 1 GDM
................... caGgccuugaguguaggaccgu 1 GDM
................... caugccuCgaguguaggaccgu 9 1 GDM
................... caugccuugaguguagAaccgu 1 GDM
................... caugccuugaguguaggaccgC 356 1 GDM
................... caugccuugaguguaAgaccgu 5 1 GDM
................... caugccuuCaguguaggaccgu 1 1 GDM
................... caugccuugaguguaggalcgu 10 1 GDM
................... caugccuugaguguaggalcgu 10 1 GDM
.caugccuugagugulggaccgu. . . 9 1 GDM
................... caugccGugaguguaggaccgu 1 GDM
................... caugccuugaguguaggGeegu 23 1 GDM
................... caugcUuugaguguaggaccgu 7 1 GDM
................... caugccuugGguguaggaccgu 21 1 GDM
.cGugccuugaguguaggaccgu. . - 12 1 GDM
................... caugccuuUaguguaggaccgu 2 1 GDM
................... Aaugccuugaguguaggaccgu 1 GDM
................... caugccuugaguguaggacGgu 1 GDM
................... caugccuugaguguaggacAgu 11 1 GDM
................... cauUccuugaguguaggaccgu 3 1 GDM
................... caugccuugGguguaggaccgu 21 1 GDM
................... caugccuugaguCuaggaccgu 1 1 GDM
................... caugccuugaguguaggaccAu 4 1 GDM
356 1 GDM

5 1 GDM

9 1 GDM

35 1 GDM

15 1 GDM

................... caugccuugaguguaggaccgu 4941 0 GDM
................... caugccuugaguguaggaccCu 1 1 GDM
.caugccuugaguAuaggaccgu. . - 7 1 GDM
................... caugccuugaguguaggaccgA 233 1 GDM
................... caugAcuugaguguaggaccgu 3 1 GDM
................... caugccuugagCguaggaccgu 15 1 GDM
................... cauUccuugaguguaggaccgu 1 GDM
................... caugccuugaguguaggCccgu 1 GDM
................... caAgccuugaguguaggaccgu 3 1 GDM
................... caugccuugaguguagguccgu 2 1 GDM
................... cGugccuugaguguaggaccgu 12 1 GDM
................... caugccuugagugCaggaccgu 19 1 GDM
................... Gaugccuugaguguaggaccgu 2 1 GDM
.cUugccuugaguguaggaccgu. . - 6 1 GDM
................... caugccuugagugualgaccgu 5 1 GDM
................... caugccuugaguguaggaccAu 4 1 GDM
................... caugccAugaguguaggaccgu 7 1 GDM
35 1 GDM

2 1 GDM

7 1 GDM
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................... caugccuugaguguagguccguu
.caugccuugaguguaggaccgCu. .

................... caugccuugaguguaggGeeguu
................... caugccuugGguguaggaccguu
................... caugccuugaguguaggGeeguu
................... caugccuugaguguaggaccgAu
................... caugccuugagugCaggaccguu
................... Uaugccuugaguguaggaccguu
................... cGugccuugaguguaggaccguu
................... caugccuugaguguUggaccguu
................... caugccuGgaguguaggaccguu
................... caugccuugaguguaggaccgCu
.caugccuugaguguaggaccguC. .

................... caugccCugaguguaggaccguu
................... caugccAugaguguaggaccguu

................... CaUGCCUUGAGUGUAGYACCYUU « « « - o« e e e m o e e e m e e e e e e e e e e ae e eaeae s
................... CaUGCCUUGAGUIUAGYGCCYUU -« « - o o e e e x e c e e e e m e e e e m e e e e e e e e aee e ma
................... CaUGCCUUYAGCGUAGYACCYUU .« « - - o e e e e e mm e e e mm e e e e m e e e e e ae e maaenmn
................... Aaugccuugaguguaggaccguu

................... caugccCugaguguaggaccguu
................... caugccuugagugCaggaccguu
.caugccuugaguguaggaccAuu. .

................... caugccuuAaguguaggaccguu
................... caugccuugagCguaggaccguu
................... caugccuugaguguaAgaccguu
.caugccuugaAuguaggaccguu. .

................... caugccuCgaguguaggaccguu
................... cGugccuugaguguaggaccguu
................... caugccuugaguguaggaccguu
................... caugccuugaguguaggaccguu
................... caugccuugagCguaggaccguu
................... caugccuCgaguguaggaccguu
................... caCgccuugaguguaggaccguu
................... caugccuugaguguaggacuguu
................... Uaugccuugaguguaggaccguu
................... caugccGugaguguaggaccguu
.caugccuugagugualgaccguu. .
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cgacuugcuuucucuccuccaugccuugaguguaggaccguuggcaucuuaauuacccucccacacccaaggcuugcagaagagcgagecu

1 1 GDM
11 1 GDM
53 0 GDM
11 1 GDM
1 1 GDM
11 1 GDM
5 1 GDM
1 1 GDM
ccucccacacccaaggCuugea. - - cwwe o mwn - 159 0 GDM
ccucccacacccaagACuugCa. « . v o v wan .- 1 GDM
ccucccacacccaaggcCugca 2 1 GDM
ccucccacacccaagguuugca. - - 2 1 GDM
ccucccacacccaaggcuugcU 1 GDM
ccucccacacccaaggCuugCa - -« ww o m v 159 0 GDM
ccucccacacccatggCuugCa. - - v wwe o mwn - 1 1 GDM
ccucccacacclaaggCuugCa. - - v wueevunn- 1 1 GDM
ccucccacacUcaaggcuugCa. « .« v vwwwnnnn 1 1 GDM
ccucccacacccaaggCuugea. - - cvw o cwn - 159 0 GDM
ccucccacaccAaaggCuugCa. - - v v e vunn- 1 1 GDM
ccucccacacccaaggcuugeG. - o a o i i aan s 1 1 GDM
ccCcccacacccaaggCuugCa. - - vww e o cwm e - 2 1 GDM
2 1 GDM
1 1 GDM
6 1 GDM
1 0 GDM




