
miRBase precursor : hsa-mir-5009
Total read count : 101
hsa-miR-5009-5p read count: 101
hsa-miR-5009-3p read count: 0
remaining reads : 0
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gaccagaaguguuuuggauuuuggacuuuuucagauuuggggauauuugcauuauacuuauccuaaaucugaaaguccaaaaccugaaaugaccaauaag -3'5'- exp

........(((((((((.((((((((((..(((((((((((.(((.............)))))))))))))))))))))))).))))))).))....... reads mm sample

...................uuuggacuuuuucagauuugggga......................................................... 1 0 Z3_

....................uuggacuuuuucagauuug............................................................. 1 0 Z3_

....................uuggacuuuuucagauuugggga......................................................... 3 0 Z3_

....................uuggacuuuuucagauuuggggau........................................................ 2 0 Z3_

.....................uggacuuuuucagauuugggga......................................................... 2 0 Z3_

.....................uggacuuuuucagauuuggggau........................................................ 1 0 Z3_

...................uuuggacuuuuucagauuugggg.......................................................... 1 0 Z1_

...................uuuggacuuuuucagauuugggga......................................................... 2 0 Z1_

....................uuggacuuuuucagauuuggg........................................................... 1 0 Z1_

....................uuggacuuuuucagauuugggga......................................................... 11 0 Z1_

....................uuggacCuuuucagauuugggga......................................................... 2 1 Z1_

....................uuggacuuuuucagauuuggggU......................................................... 1 1 Z1_

.....................uggacuuuuucagauuugggga......................................................... 3 0 Z1_

.....................uggacuuuuucagauuuggggau........................................................ 2 0 Z1_

...................uuuggacuuuuucagauuugggg.......................................................... 1 0 Z2_

...................uuuggacuuuuucagauuugggga......................................................... 4 0 Z2_

...................uuuggGcuuuuucagauuugggga......................................................... 3 1 Z2_

....................uuggacuuuuucagauuugggga......................................................... 14 0 Z2_

....................uuggacuuuuucagauuuggggaC........................................................ 1 1 Z2_

....................uuggacuuuuucagauuuggggau........................................................ 4 0 Z2_

.....................uggacuuuuucagauuugggga......................................................... 14 0 Z2_

...................uuuggacuuuuucagauuuggg........................................................... 1 0 GDM

...................uuuggacuuuuucagauuugggga......................................................... 5 0 GDM

...................uuuggacuuuuucagaCuugggga......................................................... 2 1 GDM

...................uuuggacuuuuucagauuugggAa......................................................... 1 1 GDM

...................uuuggacuuuuucagauuugggga......................................................... 5 0 GDM

....................uuggacuuuuucagauuugggg.......................................................... 1 0 GDM

....................uuggacuuuuucagauuuggggU......................................................... 1 1 GDM

....................uuggacuuuuucagauuugggga......................................................... 6 0 GDM

....................uuggacuuuuucagauuugggga......................................................... 6 0 GDM

....................uuggacuuuuucagauuugggga......................................................... 6 0 GDM



gaccagaaguguuuuggauuuuggacuuuuucagauuuggggauauuugcauuauacuuauccuaaaucugaaaguccaaaaccugaaaugaccaauaag

hsa-miR-5009-3p

hsa-miR-5009-5p

....................uuggacuuuuucagauuuggggau........................................................ 1 0 GDM

.....................uggacuuuuCcagauuugggga......................................................... 2 1 GDM

.....................uggacuuuuucagauuugggga......................................................... 3 0 GDM

.....................uggacuuuuucagauuuggggU......................................................... 2 1 GDM

.....................uggacuuuuucagauuuggggU......................................................... 2 1 GDM

.....................Cggacuuuuucagauuuggggau........................................................ 2 1 GDM


