
miRBase precursor : hsa-mir-5001
Total read count : 93
hsa-miR-5001-5p read count: 6
hsa-miR-5001-3p read count: 87
remaining reads : 0
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agcucagggcggcugcgcagagggcuggacucagcggcggagcuggcugcuggccucaguucugccucuguccagguccuugugacccgcccgcucuccu -3'5'- exp

(((...((((((.(.((((.((((((((((..((.(((((((((((((...))))..))))))))).))))))).)))))))))).)))))))))..... reads mm sample

...........................................................uucugccucuguccGgguc...................... 1 1 Z3_

...........................................................uucugccucuguccagguc...................... 4 0 Z3_

...........................................................uucugccucuguccagguccuu................... 2 0 Z3_

...........................................................uucugccucuguccagguccuuU.................. 6 1 Z3_

...........................................................uucugccucuguccagguc...................... 3 0 Z2_

...........................................................uucugccucuguccaggucc..................... 2 0 Z2_

...........................................................uucugccucuguccaggucU..................... 4 1 Z2_

...........................................................uucugccucuguccagguccu.................... 1 0 Z2_

...........................................................uucugccucuguccagguccuA................... 1 1 Z2_

...........................................................uucugccucuguccagguccuuU.................. 2 1 Z2_

....................agggcuggacucagcggcggagcu........................................................ 2 0 GDM

....................agggcuggacCcagcggcggagcu........................................................ 1 1 GDM

...........................................................uucugccucuguccaggA....................... 1 1 GDM

...........................................................uucugccucuguccagguc...................... 12 0 GDM

...........................................................uucugccucuguccagguc...................... 12 0 GDM

...........................................................uCcugccucuguccagguc...................... 1 1 GDM

...........................................................uucugccucuguccagguU...................... 1 1 GDM

...........................................................uucugccucuguccagguc...................... 12 0 GDM

...........................................................uucugccucAguccagguc...................... 1 1 GDM

...........................................................uucugccucuguccaggucc..................... 4 0 GDM

...........................................................uucugccucuguccaggucA..................... 2 1 GDM

...........................................................uucugccucuguccaggucU..................... 1 1 GDM

...........................................................uucugccucuguccaggucc..................... 4 0 GDM

...........................................................uucugccucuguccagguccu.................... 8 0 GDM

...........................................................uucugccucuguccagguccu.................... 8 0 GDM

...........................................................uucugccucuguccagguccC.................... 1 1 GDM

...........................................................uucugccucuguccagguccuC................... 1 1 GDM

...........................................................uucugccucuguccagguccuu................... 1 0 GDM

...........................................................uucugccucuguccagguccuuU.................. 2 1 GDM

...........................................................uucugccucuguccagguccuuC.................. 1 1 GDM

............................................................ucugccucuguccagguccuu................... 1 0 GDM

....................agggcuggacucagcggcgga........................................................... 1 0 Z1_



agcucagggcggcugcgcagagggcuggacucagcggcggagcuggcugcuggccucaguucugccucuguccagguccuugugacccgcccgcucuccu

hsa-miR-5001-5p

hsa-miR-5001-3p

....................agggcuggacucagcggcggag.......................................................... 2 0 Z1_

...........................................................uucugccucuguccaggu....................... 1 0 Z1_

...........................................................uucugccucuguccagguA...................... 1 1 Z1_

...........................................................uucugccucuguccagguU...................... 2 1 Z1_

...........................................................uucugccucuguccagguc...................... 5 0 Z1_

...........................................................uucugccucuguccagUuc...................... 1 1 Z1_

...........................................................uucugccucuguccaggucA..................... 2 1 Z1_

...........................................................uucugccucuguccaggucc..................... 5 0 Z1_

...........................................................uucugccucuguccaggucU..................... 1 1 Z1_

...........................................................uucugccucuguccagguccu.................... 3 0 Z1_

...........................................................uucugccucuguccagguccuuU.................. 2 1 Z1_


