
miRBase precursor : hsa-mir-495
Total read count : 147
hsa-miR-495-5p read count : 0
hsa-miR-495-3p read count : 147
remaining reads : 0
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ugguaccugaaaagaaguugcccauguuauuuucgcuuuauaugugacgaaacaaacauggugcacuucuuuuucgguauca -3'5'- exp

(((((((.((((((((((.(((((((((..((((((.........).)))))..))))))).)))))))))))).))))))) reads mm sample

.................................................aaacaaacauggugcacuucuC........... 2 1 Z2_

.................................................aaacaaacaCggugcacuucuu........... 2 1 Z2_

.................................................aaacaaacauggugcacuucuu........... 6 0 Z2_

.................................................aaacaaacauggugcacuucuuu.......... 1 0 Z2_

..................................................aacaaacauggugcacuucuuu.......... 1 0 Z2_

.................................................aaacaaacauggugcacuucu............ 2 0 GDM

.................................................aaacaaacauggugcacuucuu........... 64 0 GDM

.................................................aaacaaacauggugcacuucuu........... 64 0 GDM

.................................................aaGcaaacauggugcacuucuu........... 2 1 GDM

.................................................aaacaaacaCggugcacuucuu........... 2 1 GDM

.................................................aaacaaacauggugcacuucuu........... 64 0 GDM

.................................................aaGcaaacauggugcacuucuu........... 2 1 GDM

.................................................Gaacaaacauggugcacuucuu........... 1 1 GDM

.................................................aaacaaacauggugcacuucuA........... 1 1 GDM

.................................................aaacaaacGuggugcacuucuu........... 1 1 GDM

.................................................aaacaaacauggugcacuucuuu.......... 9 0 GDM

.................................................aaacaaacauggugcacuucuuC.......... 6 1 GDM

.................................................aaacaaacauggugcacuucuuC.......... 6 1 GDM

.................................................aaacaaacauggugcacuucuuu.......... 9 0 GDM

.................................................aaacaaacauggugcacuucuuu.......... 9 0 GDM

.................................................aaacaaacauggugcacuucuuG.......... 2 1 GDM

.................................................aaacaaacauggugcacuucuuuu......... 1 0 GDM

.................................................aaacaaacauggugcacuucu............ 1 0 Z1_

.................................................aaGcaaacauggugcacuucuu........... 1 1 Z1_

.................................................aaacaaacauggugcacuucuC........... 2 1 Z1_

.................................................aaacaGacauggugcacuucuu........... 1 1 Z1_

.................................................aaacaaacauggugcacuucuu........... 28 0 Z1_

.................................................aaacaaacauggugcacuucuuu.......... 2 0 Z1_

..................................................aacaaacauggugcacuucuuu.......... 1 0 Z1_

..................................................aacaaacCuggugcacuucuuu.......... 1 1 Z1_

.................................................aaacaaacauggugcacuucuu........... 7 0 Z3_



ugguaccugaaaagaaguugcccauguuauuuucgcuuuauaugugacgaaacaaacauggugcacuucuuuuucgguauca

hsa-miR-495-5p

hsa-miR-495-3p


