
miRBase precursor : hsa-mir-4746
Total read count : 274
hsa-miR-4746-5p read count: 274
hsa-miR-4746-3p read count: 0
remaining reads : 0
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.........ccggucccaggagaaccug........................................... 4 0 Z2_

.........ccAgucccaggagaaccugc.......................................... 1 1 Z2_

.........ccggucccaggagaaccugc.......................................... 10 0 Z2_

.........ccggucccaggagaacAugc.......................................... 1 1 Z2_

.........ccggucccaggagaaccugca......................................... 2 0 Z2_

.........ccggucccaggagaaccugcag........................................ 9 0 Z2_

.........ccggucccaggagaaccugcaga....................................... 4 0 Z2_

.........ccggucccaggagaaccug........................................... 7 0 Z1_

.........ccggucccaggagaaccuA........................................... 1 1 Z1_

.........ccggucccaggagaaccugc.......................................... 26 0 Z1_

.........ccggucccCggagaaccugc.......................................... 1 1 Z1_

.........ccggCcccaggagaaccugc.......................................... 1 1 Z1_

.........ccggucccaggagaaccugU.......................................... 9 1 Z1_

.........ccggucccaggagaaccugcG......................................... 1 1 Z1_

.........ccggucccaggagaaccugca......................................... 9 0 Z1_

.........ccggucccGggagaaccugca......................................... 1 1 Z1_

.........ccggucccGggagaaccugcag........................................ 1 1 Z1_

.........ccggucccaggagGaccugcag........................................ 4 1 Z1_

.........ccggucccaggagaaccugcag........................................ 15 0 Z1_

.........ccggucccaggagaaccugcaA........................................ 1 1 Z1_

.........ccgguccUaggagaaccugcaga....................................... 1 1 Z1_

.........ccggucccaggagaaccugcaga....................................... 37 0 Z1_

.........ccggucccaggagaaUcugcaga....................................... 1 1 Z1_

.........ccAgucccaggagaaccugcaga....................................... 2 1 Z1_

.........ccggucccaggagaaccugcagU....................................... 6 1 Z1_

.........ccggucccaggagaaccugcagUg...................................... 2 1 Z1_

.........ccggucccaggagaaccu............................................ 4 0 GDM

.........ccggucccaggagaaccu............................................ 4 0 GDM

.........ccggucccaggagaaccug........................................... 13 0 GDM

.........ccggucccaggagaaccug........................................... 13 0 GDM

.........ccggucccaggagaaccug........................................... 13 0 GDM

.........ccggucccaggagGaccug........................................... 2 1 GDM



gugucugugccggucccaggagaaccugcagaggcaucgggucagcggugcuccugcgggccgacacucac

hsa-miR-4746-5p

hsa-miR-4746-3p

.........ccggucccaggagaaccugc.......................................... 12 0 GDM

.........ccggucccaggagaaccugc.......................................... 12 0 GDM

.........ccggucccaggagaaccugc.......................................... 12 0 GDM

.........ccgguccAaggagaaccugca......................................... 1 1 GDM

.........ccggucccaggagaaccugca......................................... 9 0 GDM

.........ccggucccaggagaaccugca......................................... 9 0 GDM

.........ccgguUccaggagaaccugcag........................................ 1 1 GDM

.........ccggucccaggagaaccugcag........................................ 26 0 GDM

.........ccggucccaggagaaccugcag........................................ 26 0 GDM

.........ccggucccaggagaaccugcag........................................ 26 0 GDM

.........ccggucccaggagaaccugcaga....................................... 25 0 GDM

.........ccggucccagAagaaccugcaga....................................... 1 1 GDM

.........ccggucccaggagaaccugcagG....................................... 2 1 GDM

.........ccggucccaggagaaccugcagU....................................... 3 1 GDM

.........ccggucccaggagaaccugcaga....................................... 25 0 GDM

.........ccggucccaggagaaccugcaga....................................... 25 0 GDM

.........ccggucccaggaUaaccugcaga....................................... 1 1 GDM

.........ccggucccaggagaaccug........................................... 2 0 Z3_

.........ccggucccaggagaaccugU.......................................... 2 1 Z3_

.........ccggucccaggagaaccugc.......................................... 5 0 Z3_

.........ccggucccaggagGaccugcag........................................ 1 1 Z3_

.........ccggucccaggagaaccugcaga....................................... 7 0 Z3_


