
miRBase precursor : hsa-mir-4742
Total read count : 133
hsa-miR-4742-5p read count: 17
hsa-miR-4742-3p read count: 116
remaining reads : 0
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ucaggcaaagggauauuuacagauacuuuuuaaaauuuguuugaguugaggcagauuaaauaucuguauucuccuuugccugcag -3'5'- exp

.(((((((((((.....((((((((.(((....(((((((((......))))))))))))))))))))...)))))))))))... reads mm sample

ucaggcaaagggauauuuacaga.............................................................. 4 0 Z3_

..............................................................ucuguauucuccuuugccugca. 3 0 Z3_

..............................................................ucuguauucuccuCugccugca. 1 1 Z3_

..............................................................ucuguauucuccuuugccugcG. 3 1 Z3_

................................................................uguauucuccuuugccugcaU 2 1 Z3_

ucaggcaaagggauauuuacaga.............................................................. 1 0 Z2_

..............................................................ucuguauucuccuuugccugc.. 4 0 Z2_

..............................................................ucuguauucuccuuugccugca. 8 0 Z2_

..............................................................ucuguauucuccuuugccugcU. 2 1 Z2_

..............................................................ucuguauucuccuuugccugcG. 1 1 Z2_

................................................................uguauucuccuuugccugA.. 1 1 Z2_

................................................................uguauucuccCuugccugca. 1 1 Z2_

................................................................uguauucuccuuugccugcag 2 0 Z2_

ucaggcaaagggauauuuaU................................................................. 3 1 GDM

ucaggcaaagggauauuuacaga.............................................................. 5 0 GDM

ucaggcaaagggauauuuacaga.............................................................. 5 0 GDM

ucaggcaaagggauauuuacaga.............................................................. 5 0 GDM

..............................................................ucuguauucuccuuugccugc.. 8 0 GDM

..............................................................ucuguauucuccuuugccugc.. 8 0 GDM

..............................................................ucuguauucuccuuugccugc.. 8 0 GDM

..............................................................ucuguauucuccuuugccugcG. 2 1 GDM

..............................................................ucuguauucuccuuugccugca. 35 0 GDM

..............................................................ucuguauucuccuuugccugcU. 3 1 GDM

..............................................................ucuguauucuccuuugccugcG. 2 1 GDM

..............................................................ucuguauucuccuuugccugca. 35 0 GDM

..............................................................uUuguauucuccuuugccugca. 1 1 GDM

..............................................................ucuguauucuccuuugccugca. 35 0 GDM

..............................................................ucuguauucuccuuugccugcC. 3 1 GDM

................................................................uguauucuccuuugccugc.. 6 0 GDM

................................................................uguauucuccuuugccugc.. 6 0 GDM

................................................................uguauucuccuuugccugcU. 3 1 GDM

ucaggcaaagggauauuuaca................................................................ 1 0 Z1_



ucaggcaaagggauauuuacagauacuuuuuaaaauuuguuugaguugaggcagauuaaauaucuguauucuccuuugccugcag

hsa-miR-4742-3p

hsa-miR-4742-5p

ucaggcaaagggauauuuacaga.............................................................. 1 0 Z1_

ucaggcaaagggauauuuacagau............................................................. 1 0 Z1_

.caggcaaagggauauuuacaga.............................................................. 1 0 Z1_

..............................................................ucuguauucuccuuugccugc.. 4 0 Z1_

..............................................................ucuguauucuccuuugccugcU. 7 1 Z1_

..............................................................ucuguauucuccuuugccugca. 14 0 Z1_

..............................................................ucuguauucuccuuugccugcC. 1 1 Z1_

................................................................uguauucuccuuugccugc.. 1 0 Z1_


