miRBase precursor : hsa-mir-4738
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hsa-miR-4738-3p
5"- ggucgcauuucuccuucuuaccagcgcguuuucaguuucauagggaagccuuuccaugaaacuggagcgcecuggaggagaaggggee -3 exp
CCCC- (- - CCCeCC- - - - - CCCC- (- (- CCCCC---3323321333133333313331333133313) -3 reads mm sample
....................................................... augaaacuggagcgccuggag. - - - -« - - - - - 3 0 GDM
....................................................... augaaacuggagcgccuggagU. .. ....... 5 1 GDM
....................................................... augaaacuggagcgccuggagU. .. ..... .. 5 1 GDM
....................................................... augaaacuggagcgccuggagA. - - .. .- - 1 1 GDM
....................................................... augaaacuggagcgccuggagU. .. ....... 5 1 GDM
........................................................ ugaaacuggagcgeccuggagC. ... ... ... 1 1 GDM
........................................................ ugaaacuggagcgccuggagU. . .. ... ... 4 1 GDM
........................................................ ugaaacuggagcgccuggagU. .. ... ... 4 1 GDM
........................................................ ugaaacuggagcgeccuggagU. . ... ... .. 4 1 GDM
........................................................ ugaaacuggagcgccuggagga- -« - - - - - - 3 0 GDM
......................................................... gaaacuggagcgecuggagU. .. ... .. .. 2 1 GDM
........................................................ ugaaacuggagcgccuggagU. . .. ... ... 2 1 72 _
...................................................... caugaaacuggagcgccugga. « ... .ewunnn 1 0 Z1_
....................................................... augaaacuggagcgccuggagU. . ... ... .. 2 1 Z1_
........................................................ ugaaacuggagcgccuggagU. .. ... ... 1 1 Z1_
........................................................ ugaaacuggagcgccuggagia. ... ... .. 1 1 Z1_
........................................................ ugaaacuggagcgccuggaggU. - ... . ... 1 1 Z1_
....................................................... augaaacuggagcgccuggagU. .. ....... 1 1 Z3

........................................................ ugaaacuggagcgccuggagU. . .. ... ... 1 1 Z3
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