
miRBase precursor : hsa-mir-4738
Total read count : 29
hsa-miR-4738-5p read count: 0
hsa-miR-4738-3p read count: 29
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g cauu u c u c c uucuuac c a gcg c g u u uuc a g u u u c a uag g g a a g
c

cuuuccaugaaacuggagcgccuggaggagaag
gggcc

3'

freq.

length

1

0.75

0.5

0.25

0

hsa-miR-4738-5p

hsa-miR-4738-3p

ggucgcauuucuccuucuuaccagcgcguuuucaguuucauagggaagccuuuccaugaaacuggagcgccuggaggagaaggggcc -3'5'- exp

((((.(..(((((((.....((((.((((((.(((((((((.(((((...)))))))))))))))))))))))))))))))).)))) reads mm sample

.......................................................augaaacuggagcgccuggag........... 3 0 GDM

.......................................................augaaacuggagcgccuggagU.......... 5 1 GDM

.......................................................augaaacuggagcgccuggagU.......... 5 1 GDM

.......................................................augaaacuggagcgccuggagA.......... 1 1 GDM

.......................................................augaaacuggagcgccuggagU.......... 5 1 GDM

........................................................ugaaacuggagcgccuggagC.......... 1 1 GDM

........................................................ugaaacuggagcgccuggagU.......... 4 1 GDM

........................................................ugaaacuggagcgccuggagU.......... 4 1 GDM

........................................................ugaaacuggagcgccuggagU.......... 4 1 GDM

........................................................ugaaacuggagcgccuggagga......... 3 0 GDM

.........................................................gaaacuggagcgccuggagU.......... 2 1 GDM

........................................................ugaaacuggagcgccuggagU.......... 2 1 Z2_

......................................................caugaaacuggagcgccugga............ 1 0 Z1_

.......................................................augaaacuggagcgccuggagU.......... 2 1 Z1_

........................................................ugaaacuggagcgccuggagU.......... 1 1 Z1_

........................................................ugaaacuggagcgccuggagUa......... 1 1 Z1_

........................................................ugaaacuggagcgccuggaggU......... 1 1 Z1_

.......................................................augaaacuggagcgccuggagU.......... 1 1 Z3_

........................................................ugaaacuggagcgccuggagU.......... 1 1 Z3_


