
miRBase precursor : hsa-mir-4672
Total read count : 31
hsa-miR-4672 read count : 11
remaining reads : 20
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.......ucucgccucuguccagcugugug................................................... 1 0 Z3_

........cucgccucuguccagcugugug................................................... 1 0 Z1_

.........ucgccucuguccagcugugugg.................................................. 2 0 Z1_

.............cucuguccagcuguguggc................................................. 1 0 Z1_

..................................................uuacacagcuggacagaggA........... 1 1 Z1_

..................................................uuacacagcuggacagaggca.......... 1 0 Z1_

.......ucucgccucuguccagcugug..................................................... 1 0 GDM

.......ucucgccucuguccagcuguguA................................................... 1 1 GDM

.......ucucgccucuguccagcugugug................................................... 5 0 GDM

.......ucucgccucuguccagcugugug................................................... 5 0 GDM

.........ucgccucuguccagcugugug................................................... 1 0 GDM

.............cucuguccagcuguguggcA................................................ 1 1 GDM

..................................................uuacacagcuggacagagg............ 1 0 GDM

..................................................uuacacagcuggacagaggc........... 2 0 GDM

..................................................uuacacagcuggacagaggca.......... 5 0 GDM

..................................................uuacacagcuggacagaggca.......... 5 0 GDM

.......ucucgccucuguccagcugugug................................................... 5 0 Z2_

..........cgccucuguccagcugugugg.................................................. 1 0 Z2_

..................................................uuacacagcuggacagagg............ 1 0 Z2_


