
miRBase precursor : hsa-mir-4669
Total read count : 147
hsa-miR-4669 read count : 146
remaining reads : 1
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.................................gugucuguguccgggaagugU........ 1 1 GDM

......................................uguguccgggaaguggagg..... 3 0 GDM

......................................uguguccgggaagAggagga.... 1 1 GDM

......................................uguguccgggaaguggagga.... 7 0 GDM

......................................uguguccgggaaguggagga.... 7 0 GDM

......................................uguCuccgggaaguggagga.... 1 1 GDM

......................................uguguccgggaaguggaggag... 7 0 GDM

......................................uguguccgggaaguggaggaC... 1 1 GDM

......................................uguguccgggaagCggaggag... 1 1 GDM

......................................uguguccgggaaguggaggag... 7 0 GDM

......................................uguguccgggGaguggaggag... 2 1 GDM

......................................uguguccgggaaguggaggagU.. 31 1 GDM

......................................uguguccgggaaguggaggagg.. 2 0 GDM

......................................uguguccgggaaguggaggagU.. 31 1 GDM

......................................uguguccgggaaguggaggagA.. 9 1 GDM

......................................uguguccgggaaguggaggagA.. 9 1 GDM

......................................uguguccgggaaguggaggagC.. 1 1 GDM

......................................uguguccgggaaguggaggaggU. 1 1 GDM

......................................uguguccgggaaguggag...... 2 0 Z2_

......................................uguguccgggaaguggagg..... 1 0 Z2_

......................................uguguccgggaaguggagA..... 1 1 Z2_

......................................uguguccgggaaguggagga.... 2 0 Z2_

......................................uguguccgggaaguggaggGg... 1 1 Z2_

......................................uguguccgggaaguggaggaA... 2 1 Z2_

......................................uguguccgggaaguggaggag... 13 0 Z2_

......................................uguguccgggaaguggaggagA.. 3 1 Z2_

......................................uguguccgggaaguggaggagg.. 1 0 Z2_

......................................uguguccgggaaguggaggagU.. 47 1 Z2_

......................................uguguccgggaaguggaggagC.. 6 1 Z2_


