
miRBase precursor : hsa-mir-4646
Total read count : 194
hsa-miR-4646-5p read count: 123
hsa-miR-4646-3p read count: 69
remaining reads : 2
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acugggaagaggagcugagggacauugcggagagggucucacauugucccucucccuucccag -3'5'- exp

.((((((((.(((...((((((((.((..((((...)))).)).))))))))))))))))))) reads mm sample

acugggaagaggagcugaggga......................................... 4 0 Z3_

acugggaagaggagcugagggaca....................................... 1 0 Z3_

.cugggaagaggagcugagggac........................................ 1 0 Z3_

..ugggaagaggagcugagggac........................................ 2 0 Z3_

..ugggaagaggagcugagggaU........................................ 1 1 Z3_

..ugggaagaggagcugagggaca....................................... 1 0 Z3_

.........aggagcugagggacauugcggagU.............................. 2 1 Z3_

acugggaagaggagcugaggga......................................... 8 0 Z1_

acugggaagaggagcugagggac........................................ 1 0 Z1_

acugggaagaggagcugagggaca....................................... 1 0 Z1_

acugggaagaggagcugagggacU....................................... 1 1 Z1_

.cugggaagaggagcugaggg.......................................... 1 0 Z1_

.cugggaagaggagcugGgggaca....................................... 1 1 Z1_

.cugggaagaggagcugagggaca....................................... 4 0 Z1_

..ugggaagaggagcugaggga......................................... 4 0 Z1_

..ugggaagaggagcugagggaca....................................... 1 0 Z1_

..ugggaagaggagcugagggacauug.................................... 1 0 Z1_

.........................................cauugucccucucccuucccag 1 0 Z1_

..........................................auugucccucucccuuccU.. 2 1 Z1_

..........................................auugucccucucccuucccag 7 0 Z1_

...........................................uugucccucucccuuccc.. 1 0 Z1_

...........................................uuAucccucucccuuccca. 1 1 Z1_

...........................................uugucccucucccuucccag 6 0 Z1_

...........................................uugucccucucccCucccag 1 1 Z1_

acugggaagaggagcugaggC.......................................... 1 1 Z2_

acugggaagaggagcugaggga......................................... 6 0 Z2_

acugggGagaggagcugaggga......................................... 4 1 Z2_

..ugggaagaggagcugaggga......................................... 4 0 Z2_

..ugggaagaggagcugagggac........................................ 2 0 Z2_

..ugggaagaggagcugagggaA........................................ 1 1 Z2_

..ugggaagaggagcugagggaca....................................... 2 0 Z2_

..........................................auugucccucucccuucccag 1 0 Z2_



acugggaagaggagcugagggacauugcggagagggucucacauugucccucucccuucccag

hsa-miR-4646-5p

hsa-miR-4646-3p

..........................................auugucccucucccuucccaA 1 1 Z2_

...........................................uugucccucucccuuccca. 3 0 Z2_

...........................................uugucccucucccuucccag 4 0 Z2_

acugggaagaggagcugag............................................ 1 0 GDM

acugggaagaggagcugaA............................................ 1 1 GDM

acugggaagaggagcugagg........................................... 5 0 GDM

acugggaagaggagcugagg........................................... 5 0 GDM

acugggaagaggagcugaggg.......................................... 2 0 GDM

acugggaagaggagcugaggg.......................................... 2 0 GDM

acugggaGgaggagcugaggga......................................... 2 1 GDM

acugggaagaggagcugaggga......................................... 17 0 GDM

acugggaagaggagcugaggga......................................... 17 0 GDM

aUugggaagaggagcugaggga......................................... 1 1 GDM

acugggaagaggGgcugaggga......................................... 1 1 GDM

acugggaagaggagcugaggga......................................... 17 0 GDM

acugggaagaggagcugagggac........................................ 3 0 GDM

acugggaagaggagcugagggac........................................ 3 0 GDM

acugggaagaggagcugagggac........................................ 3 0 GDM

acugggaagaggagcugagggaU........................................ 1 1 GDM

acugggaagaggagcugagggaAa....................................... 1 1 GDM

acugggaagaggagcugagggaca....................................... 2 0 GDM

acugggaagaggagcugagggacU....................................... 2 1 GDM

.cugggaagaggagcugagggac........................................ 4 0 GDM

.cugggaagaggagcugagggac........................................ 4 0 GDM

.cugggaagaggagcugagggaca....................................... 1 0 GDM

..ugggaagaggagcugagggG......................................... 1 1 GDM

..ugggaagaggagcugaggga......................................... 4 0 GDM

..ugggaagaggagcugaggga......................................... 4 0 GDM

..ugggaagaggagcugagggac........................................ 5 0 GDM

..ugggaagaggGgcugagggac........................................ 1 1 GDM

..ugggaagaggagcugagggac........................................ 5 0 GDM

..ugggaagaggagcugagggac........................................ 5 0 GDM

..ugggaagaggagcugagggaca....................................... 11 0 GDM

..ugggaagaggagcugagggaca....................................... 11 0 GDM

..ugggaagaggagcugagggaca....................................... 11 0 GDM

..ugggaagaggagcugagggacaA...................................... 2 1 GDM

..ugggaagaggagcugagggacauu..................................... 1 0 GDM

..ugggaagaggagcugagggacauug.................................... 1 0 GDM

.........................................cauugCcccucucccuucccag 1 1 GDM

.........................................cauugucccucucccuucccag 1 0 GDM

..........................................auugucccucucccuuccc.. 1 0 GDM

..........................................auugucccucucccuuccca. 6 0 GDM

..........................................auugucccucucccuuccca. 6 0 GDM

..........................................aCugucccucucccuuccca. 1 1 GDM

..........................................auugucccucucccuuccca. 6 0 GDM

..........................................auugucccucucccuucccag 10 0 GDM

..........................................auugucccucucccuucccag 10 0 GDM

..........................................auugucccucucccuucccaA 1 1 GDM

..........................................auugucccucucccuucccag 10 0 GDM

..........................................auugucUcucucccuucccag 1 1 GDM

...........................................uugucccucucccuuccc.. 3 0 GDM

...........................................uugucccucucccuucccC. 1 1 GDM

...........................................uugucccCcucccuucccag 1 1 GDM

...........................................uugucccucucccuucccag 9 0 GDM

...........................................uugucccucucccuucccag 9 0 GDM

...........................................uugucccucucccuucccaA 4 1 GDM

...........................................uugucccucucccuucccaA 4 1 GDM

...........................................uugucccucucccuucAcag 1 1 GDM

...........................................uugucccucucccuucccag 9 0 GDM


