
miRBase precursor : hsa-mir-4467
Total read count : 111
hsa-miR-4467 read count : 93
remaining reads : 18

5'u
g g

u g g c g g c g g uagu u a
u
g g g c u

u
c u

c
u u

u
c

u
c

ac
c

ag
c

agccc
c

ugggccgccgcc
ucc

cu
3'

freq.

length

1

0.75

0.5

0.25

0

hsa-miR-4467

ugguggcggcgguaguuaugggcuucucuuucucaccagcagccccugggccgccgccucccu -3'5'- exp

.((.(((((((((..(((.(((((.((..........)).))))).)))))))))))).)).. reads mm sample

...uggcggcgguaguuaugggcA....................................... 2 1 Z3_

...uggcggcgguaguuaugggcu....................................... 3 0 Z3_

...uggcggcgguaguuaugggcu....................................... 2 0 Z1_

...uggcggcgguaguuaugggcC....................................... 1 1 Z1_

...uggcggcgguaguuaCgggc........................................ 1 1 GDM

...uggcggcgguaguuaugggcu....................................... 23 0 GDM

...uggcggcggAaguuaugggcu....................................... 1 1 GDM

...uggcggcgguaguuaugggcC....................................... 4 1 GDM

...uggcggcgguaguuaugggcu....................................... 23 0 GDM

.......................................cagccccugggccgccgcU..... 2 1 GDM

.......................................cagccccugggccgccgcc..... 7 0 GDM

.......................................cagccccugggccgccgcc..... 7 0 GDM

.......................................cagccccugggccgccgcc..... 7 0 GDM

.......................................cagccccugggccgccgcU..... 2 1 GDM

.......................................cagccccugggccgccgccu.... 2 0 GDM

.......................................cagccccugggccgccgccucc.. 3 0 GDM

.......................................cagccccugggccgccgccucU.. 1 1 GDM

...uggcggcgguaguuaugggU........................................ 2 1 Z2_

...uggcggcgguaguuaugggc........................................ 6 0 Z2_

...uggcggcgguaguuaugggA........................................ 1 1 Z2_

...uggcggcgguaguuauggAcu....................................... 1 1 Z2_

...uggcggcgguaguuaugggcA....................................... 3 1 Z2_

...uggcggcgguagCuaugggcu....................................... 1 1 Z2_

...uggcggcgguaguuaugggcu....................................... 27 0 Z2_

...uggcggcAguaguuaugggcu....................................... 2 1 Z2_

...uggcggcgguaguuaugggcC....................................... 7 1 Z2_

...uggcggcgguaguuaugggcuu...................................... 2 0 Z2_

...uggcggcgguaguuaugggcuuA..................................... 3 1 Z2_

...uggcggcgguaguuaugggcuucu.................................... 1 0 Z2_

.......................................cagccccugggccgccgcc..... 1 0 Z2_

.......................................cagccccugggccgccgccu.... 1 0 Z2_

.......................................cagccccugggccgccgccucU.. 1 1 Z2_



ugguggcggcgguaguuaugggcuucucuuucucaccagcagccccugggccgccgccucccu

hsa-miR-4467


