miRBase precursor : hsa-mir-433
Total read count 154
hsa-miR-433-5p read count : 0
hsa-miR-433-3p read count : 54
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5"- ccggggagaaguacggugagccugucauuauucagagaggcuagauccucuguguugagaaggaucaugaugggeuccucgguguucuccagg -3 exp
(R (R (A (e DDD)DE0) EEETEE 233-33331333133-33)---203)0)-)) reads mm
............................................................... aucaugaugggcuccucggugu. - - - . .- - 17 0
............................................................... aucaugaugggcuccucggugu. - . . .. .. 17 0
............................................................... aucaugaugggcuccucggugC. . ...... 2 1
............................................................... aAcaugaugggcuccucggugu. - - - . . - - 2 1
............................................................... aucaugaugggcCccucggugu. - . . .. .. 1
............................................................... aucaugaugggcuccucggugu. . ... ... 17 0
............................................................... aucaugaugggcuccucgguguu. - . . . - - 1 0
............................................................... aucaugaugggcuccucgguguul. . .. .. 1 1
............................................................... aucaugaugggcuccucgguguuA. .. ... 2 1
............................................................... aucaugaugggcuccucggugu. - . . .. .. 2 0
............................................................... Uucaugaugggcuccucggugu. - - . - - - - 1 1
............................................................... aucaugaugggcuccucggugC. . . ... .. 1 1
............................................................... aucaugaugggcuccucgguguu. . . .. .. 9 0
............................................................... aucaugaugggcuccucggugu. - - - . . - - 5 0
............................................................... aucaugaugggcucCucgguguA. .. .. .. 1 1
............................................................... aucaugaugggcuccucgguguG. - .. .. . 1 1
............................................................... aucaugaugggcuccucgguguuA. .. ... 1 1
................................................................ ucaugaugggcuccucgguguu. . . .. .. 6 0
............................................................... aucaugaugggcuccucggug. - - - -« - - - 1 0
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