
miRBase precursor : hsa-mir-4326
Total read count : 358
hsa-miR-4326 read count : 358
remaining reads : 0
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gcugcucugcuguuccucugucucccagacucuggguggauggagcaggucgggggcca -3'5'- exp

(((.((...(((((((...(((((((((...))))).)))))))))))...)).))).. reads mm sample

..........uguuccAcugucucccagacu............................ 1 1 Z2_

..........uguuccucugucuUccagacu............................ 1 1 Z2_

..........uguuUcucugucucccagacucu.......................... 1 1 Z2_

..........uguucAucugucucccagacucu.......................... 1 1 Z2_

..........uguuccucuguUucccagacucu.......................... 1 1 Z2_

..........uguuccucugucucccagacucAg......................... 1 1 Z2_

..........uguCccucugucucccagacucug......................... 2 1 Z2_

..........uguuccucugucucccagacucug......................... 67 0 Z2_

..........uguuccucGgucucccagacucug......................... 2 1 Z2_

..........uguuccucugucucccagacucCg......................... 2 1 Z2_

..........uguuccucugucucccagacAcug......................... 1 1 Z2_

..........uguuccucugucucccagacucuA......................... 2 1 Z2_

..........uguuccucugucCcccagacucug......................... 1 1 Z2_

..........uguuccucugucucccagacucugA........................ 4 1 Z2_

..........uguuccucugucucccagacucugU........................ 2 1 Z2_

..........uguuccucugucuccUagacu............................ 1 1 Z1_

..........uguuccAcugucucccagacu............................ 2 1 Z1_

..........uguuAcucugucucccagacu............................ 1 1 Z1_

..........uguuccucugucCcccagacucu.......................... 4 1 Z1_

..........uguucUucugucucccagacucu.......................... 2 1 Z1_

..........uguuccuUugucucccagacucu.......................... 1 1 Z1_

..........uguuccucugucucccUgacucu.......................... 1 1 Z1_

..........uguuccucuguUucccagacucug......................... 1 1 Z1_

..........uguuccucugucucccagacucug......................... 109 0 Z1_

..........uguuccucugucucccagacucuA......................... 5 1 Z1_

..........uguucUucugucucccagacucug......................... 1 1 Z1_

..........uguuccucugucucccaAacucug......................... 2 1 Z1_

..........uguuccucugucucccagacucugg........................ 2 0 Z1_

..........uguuccucugucucccagacucugU........................ 6 1 Z1_

..........uguuccucugucucccagacucugA........................ 6 1 Z1_

..........uguuccucugucucccag............................... 2 0 GDM

..........uguuccucugucucccUgacu............................ 1 1 GDM

..........uguuccucuguUucccagacucu.......................... 1 1 GDM



gcugcucugcuguuccucugucucccagacucuggguggauggagcaggucgggggcca

hsa-miR-4326

..........uguuccucugucCcccagacucu.......................... 1 1 GDM

..........uguuUcucugucucccagacucu.......................... 1 1 GDM

..........uguuccuUugucucccagacucu.......................... 1 1 GDM

..........uguuccucugucucccagacucGg......................... 1 1 GDM

..........uguuccucugucucccagacucug......................... 80 0 GDM

..........uguuccucugucucccagacucug......................... 80 0 GDM

..........Aguuccucugucucccagacucug......................... 1 1 GDM

..........uguuccucugucucccagacucuA......................... 5 1 GDM

..........uguuccucugucucccagacucug......................... 80 0 GDM

..........uguuccucugucucccCgacucug......................... 1 1 GDM

..........uguuccucugucucccagacucugA........................ 5 1 GDM

..........uguuccucugucucccagacucugA........................ 5 1 GDM

..........uguuccucugucucccagacucugU........................ 5 1 GDM

..........uguuccucugucucccagacucugU........................ 5 1 GDM

..........uguuccucugucucccagacucugg........................ 1 0 GDM

..........uguuccucugucucccagacucugU........................ 5 1 GDM

..........uguuUcucugucucccagacucu.......................... 1 1 Z3_

..........uguuccucugucucccagacucAg......................... 1 1 Z3_

..........uguuccucugucucccagacucug......................... 15 0 Z3_

..........uguuccucugucucccagacucuA......................... 1 1 Z3_

..........uguuccucugucCcccagacucug......................... 1 1 Z3_


