
miRBase precursor : hsa-mir-431
Total read count : 76
hsa-miR-431-5p read count : 72
hsa-miR-431-3p read count : 1
remaining reads : 3
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...((.(((((.(((((((.((((((((((.((.(.((((((((........)))....))))).).)).)))))))))).))))))).))))))).................. reads mm sample

...................ugucuugcaggccgucaugca.......................................................................... 4 0 Z3_

...........................................................uugcaggucgucuugcagggcuucuU............................. 1 1 Z3_

...................ugucuugcaggccgucaugc........................................................................... 5 0 GDM

...................ugucuugcaggccgucaugc........................................................................... 5 0 GDM

...................ugucuugcaggccgucaugU........................................................................... 2 1 GDM

...................ugucuugcaggccgucaugU........................................................................... 2 1 GDM

...................ugucuugcaggccgucaugcU.......................................................................... 1 1 GDM

...................ugucuugcaggccgucaugca.......................................................................... 30 0 GDM

...................ugucuugcaggccgucaugca.......................................................................... 30 0 GDM

...................ugucuugcaggccgucaugca.......................................................................... 30 0 GDM

............................................................ugcaggucgucuugcagggcuucuU............................. 1 1 GDM

...................ugucuugcaggccgucaug............................................................................ 2 0 Z1_

...................ugucuugcaggccgucaugc........................................................................... 3 0 Z1_

...................ugucuugcaggcUgucaugca.......................................................................... 2 1 Z1_

...................ugucuugcaggccgucaugca.......................................................................... 22 0 Z1_

...................ugucuugcaggccguUaugca.......................................................................... 1 1 Z1_

...........................................................uugcaggucgucuugcagggcuuU............................... 2 1 Z1_


