miRBase precursor : hsa-mir-423
Total read count : 414959
hsa-miR-423-5p read count : 290031
hsa-miR-423-3p read count : 124927
remaining reads 01

freq.
»
1 o

0.75%

0.25um

hsa-miR-423-5p

5"- auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgege

>
length

hsa-miR-423-3p

A (R (e 333333333-333---33030030330)-0000)) - - e e - -

366

P R P NRERDMRPNRNMNNDOORN

)]
o ©

B R ORER®ORO® R R

NN
Hou

3
3

P R R PR RRRERRREPRRRERIERRERORRIERERRIERRIERIERERRIERIEREIERIEREOIRO

sample
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_
Z3_



hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

................ ugaggggcagagagcgaAacu
................ ugaggggcagagCgcgagacu

................ ugaggggcGgagagcgagacu
................ uUaggggcagagagcgagacu

................ ugaggggcaAagagcgagacu
................ ugaggUgcagagagcgagacu
................ ugagggAcagagagcgagacu
................ Agaggggcagagagcgagacu
................ ugaggggUagagagcgagacu
................ ugaggggcagagagcgagGeu
................ ugaggggcagagagcgalacu
................ ugCggggcagagagcgagacu
................ ugGggggcagagagcgagacu
................ ugaggggcagagagcCagacu

................ ugaggggcagagagcgagauu
................ ugaggggcagagagAgagacu

................ ugaggggcagaAagcgagacu
................ ugaggggcagagGgcgagacu
................ ugUggggcagagagcgagacu
................ ugaggggcCgagagcgagacu
................ ugaggggcalagagcgagacu
................ ugaggggcagagagcgagacu
................ ugaggggcagagaAcgagacu
................ ugagCggcagagagcgagacu
................ Ggaggggcagagagcgagacu
................ ugaggggcagagagcgagaAu

................ Cgaggggcagagagcgagacu

ugaggggcagagUgcgagacu
ugaggggcagaUagcgagacu

hsa-miR-423-3p

.ugaggggcagagagcgCgacu-. -

.ugagggUcagagagcgagacu. .

.ugaAgggcagagagcgagacu. -

.uAaggggcagagagcgagacu-. -

.ugaggggcagagalcgagacu. .

.ugaggggcagGgagcgagacu. -

1535
14

30

18

102
108
24
22
75
13

15973

536

P R O R R RRRERRREPRRRERRRRRRRRRRRERIERERORIRIERRRRRRRERIERRRRRIRRERERRRERRRRRIERRRRRRRERIERRIERRR R R

73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73



hsa-miR-423-3p

hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

................ ugagggCcagagagcgagacuuu

................ ugaggggcagagagcgagaAuuu
................ ugGggggcagagagcgagacuuu
................ uCaggggcagagagcgagacuuu
................ ugaggggcagagagcgGgacuuu
................ ugaggggcagagaAcgagacuuu
.ugaggggUagagagcgagacuuu. .

................ ugaggggcGgagagcgagacuuu
................ Cgaggggcagagagcgagacuuu
................ ugaggggcagUgagcgagacuuu
................ ugaggggcagagagcgagacuuu
.ugaggggAagagagcgagacuuu . .

................ ugaggggcagagagcgagauuuu
................ ugagggAcagagagcgagacuuu
................ ugUggggcagagagcgagacuuu
................ ugagggUcagagagcgagacuuu
................ ugaggggcagagagcgagacGuu
................ ugaggggcagalUagcgagacuuu
................ ugaggggcagagagAgagacuuu
.ugaAgggcagagagcgagacuuu . .

................ ugaggggcagGgagcgagacuuu
................ ugaggAgcagagagcgagacuuu
................ Agaggggcagagagcgagacuuu
................ ugaggggcagagCgcgagacuuu
.ugaggggcagagagcgagUcuuu. .

................ ugaggggcagagagcgagacuGu
................ uAaggggcagagagcgagacuuu
................ ugaggggcUgagagcgagacuuu
................ ugaggggcagagagcgagGeuuu
................ ugaggggcagagagcAagacuuu
................ ugagUggcagagagcgagacuuu
................ Ggaggggcagagagcgagacuuu
................ ugaggggcagagagcgagacuAu
................ ugaggggcagagagcgUgacuuu
................ ugaggggcagagagcgagacCuu
.ugagAggcagagagcgagacuuu . .

P P NDNNDNMNOGOAONR AN

N BN
~ ©

569

O R R PR RRRERRRRRRERRRRIRRIRRRRRRERRRRRIERRRERORRRIERRERRRRRRRRRERRRRERIERRRRRRRRIERRIERRR R R

73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73



hsa-miR-423-3p

hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

aagcucgguUugaggccccuca
aagcucggucugaggccccucG

aagcucggucugGggccccuca
aagcucggucugaggcGecuca
aagcucggucugaggccccucC
aagcucggucuAaggccccuca

aagcucggucugaggccccula. . .

aagcucggucugaggccccCea. - .

oW
N

WA NNPR P WL RPN

(AJD-‘I-‘QJN(H-bUﬂHHI—‘HHI—‘HO?#HHG)HHNH\Iﬁ

NN O D
9] [}

190

DR NP P FPNBANNRPR®OWERELNN

P R R R RRRPRRPRRRPRRPRRRRORIERRORRIRRERIEOIRORIEREROORIEROORIPRORIEROIRHRIRRRIRIERRRRRIERRRRRIREREERIERRIERERLRRR

73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73



hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

hsa-miR-423-3p

agcucggucugaAgccccuc. . . -

agcucggAcugaggccccuc
Ggcucggucugaggccccuc
agcucggucugaggccUcuc
agcucggucugaggcccGuc

agcucAgucugaggccccuc. - . .

agcucgAucugaggccccuc
agcucggucugaggUcccuc
agcucggucugGggccccuc
agcucggucugaggcUccuc
agcucggCcugaggccccuc
agcucggucugaggcccuuc

agcCcggucugaggccccuc

aUcucggucugaggccccuc

agcAcggucugaggccccuc

agcuAggucugaggccccuc. - - .

268

P R PR R RN R

NN
[y

P R R P ORRRRREPRRRERRRRRRRRRRRRERERRRRERIERRORRRRERRIERRRERERORRRERRERERORERRIERERRERORIERRERIERRIERIEREOLRR

73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73



hsa-miR-423-3p
hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

agcucggAcugaggccccucag

agcucggucugaggcccculag

aUcucggucugaggccccucag.- -

19

15

11
11

1537

P N W NEFEP WOWFPNNWWNNEREPRPRPDNDDDMO

e o

RN
~
~

0 Pk B O© P WO o Fr N

[
N

P R R PR R RRRREPRRRRRRERRORIRRRERRERIEREORIRRERRRERRRRERIERRERRRRRERERRRERERRRRERIERRERORIRRERIERRIERLERLRRR

73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73



auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

-ugaggggcagagagcgag - -

hsa-miR-423-3p
hsa-miR-423-5p

[UT6T=To oo T Lox=Ye T=To =Y. Vo1 o T- o
UGUQYGYCAZAGAYGCYRY - « - - + -+« o w e wn e et s et et m et e e
UQGYYYYCAGAGAYGCYRY - - - - « - =« - =+ m s wm e nm e m o nnm e n e e e
UGRYYGYCAGUIAGCYRY - - - -« -+« o v e e m e e e e n e e et e et

.ugaggggcagagagcgGga. - -

ugaggggcagagagcguga
ugUggggcagagagcgaga
ugaggggcagagaAcgaga
ugaggggcagagagcgaga
ugaggggcagUgagcgaga
ugaggggcalagagcgaga
ugaggggcagagugcgaga
Agaggggcagagagcgaga
ugGggggcagagagcgaga
ugaggggcagagalUcgaga

.ugaggggcagagagcgagG. - -

ugaAgggcagagagcgaga
ugagUggcagagagcgaga
ugaggggcagagagcAaga
Cgaggggcagagagcgaga

.ugaggggcagagaCcgaga. - -

A RPN OO WERER O R R ON-SNNDNEPR

19
12

=
w

© P 00 W FE 00k 0k W

P OO OFR ORROROIRORORIRERRIRORIRRIRRRIRRERIERRIERIERRLRERR

P R R PR R RPRRPRRREPRRRORRRERERIERPRRERORIERIERERIEREOO

73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73

z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_



hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

ugaggAgcagagagcgagacu
ugaggggcCgagagcgagacu
ugUggggcagagagcgagacu
ugagggCcagagagcgagacu
ugaggggcagCgagcgagacu
ugCggggcagagagcgagacu

ugaggggcagagaAcgagacu. .

ugagggUcagagagcgagacu
ugaggggcagagGgcgagacu
ugaggggcagagugcgagacu
ugaggggcagagagcgaAacu

ugaggggcagagagcgugacu. .

ugaggggcagagagcgacacu
ugaggUgcagagagcgagacu
ugaUgggcagagagcgagacu
ugaggggcagagagcAagacu
ugaggggcagagagcgagauu
ugaggggcagagagcgagacu
ugaggggcagagagcgCgacu
ugaggCgcagagagcgagacu
uUaggggcagagagcgagacu
ugaggggcagagagcgagGeu

Ggaggggcagagagcgagacu. -

ugagAggcagagagcgagacu
ugaggggcaCagagcgagacu
ugaggggcagaAagcgagacu
ugaggggcagUgagcgagacu

ugagggAcagagagcgagacu. -

ugaAgggcagagagcgagacu
ugagUggcagagagcgagacu
ugaggggcagagagGgagacu
ugaggggUagagagcgagacu
ugaggggcagagagcgagCecu
ugaggggcagagagcgGgacu
ugaggggcagagalcgagacu
ugaggggAagagagcgagacu
ugaggggcagagagcgalacu
ugGggggcagagagcgagacu

ugaggggcagagagcgagacu. -

ugaggggcagagCgcgagacu
ugaggggcalagagcgagacu
ugaggggcUgagagcgagacu

ugaggggcagalagcgagacu. .

hsa-miR-423-3p

PN R NN O R R RN

N
(&)

86
23
56

17
51

295

50436

279
119
63

45
53
84
70
25
14
65

233
11
16
11
286

1392
15

64
10
4068

P R R PR R RRRRRRRERRRRRRRRERRRRRIERERORRERRERERRRRERIERRERRRRRERRRRERRRRERIERRRRRIERORIERRIERLIERLRR R

71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71
71



hsa-miR-423-3p

hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

.ugaggggcagaCagcgagacuuu. .

................ ugaggggcagCgagcgagacuuu
................ ugaggggcagagagcgagacuuu
................ ugaggggcaAagagcgagacuuu
................ ugaggggcagUgagcgagacuuu
.ugaggggcagagaAcgagacuuu. .

308
42
114
249
10

265
20
201
78

118

25

30
10
11

P R R P ORRRERREREPRRRERRRRRRRRERRIERORIERRRRRERRRRRRRERIERRRRRRRERRRRERRRRERRIERRRRRRRERRIERRIRRR R B

z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_



hsa-miR-423-3p
hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

.ugCggggcagagagcgagacuuu . .

................ ugaggggcagagagcgagacuAu
................ ugaggggcagagCgcgagacuuu
................ ugaggggcagagagcgaAacuuu
................ ugagggUcagagagcgagacuuu
.ugaggggcagagagcgagUcuuu. .

................ ugaggggAagagagcgagacuuu
................ uCaggggcagagagcgagacuuu
................ ugaggUgcagagagcgagacuuu
................ ugaggggcagagagcAagacuuu
................ ugaggggcagagagcgagGeuuu
................ ugaggggcagagagcgagacGuu
................ ugaggAgcagagagcgagacuuu
................ ugagAggcagagagcgagacuuu
................ ugaggggcagagagcgagaAuuu

.ugaggggcagagugcgagacuuu. .

................ Ggaggggcagagagcgagacuuu
................ ugaggggcagaUagcgagacuuu
................ uUaggggcagagagcgagacuuu
................ Cgaggggcagagagcgagacuuu
.ugaggggcagagagGgagacuuu. .

................ ugGggggcagagagcgagacuuu

................ ugaggggcagagagcCagacuuu
................ ugagggAcagagagcgagacuuu
................ ugaggggcagagagcgagaluuu
................ ugaggggcagagaCcgagacuuu
................ ugaggggcalagagcgagacuuu
................ ugaggggUagagagcgagacuuu
................ ugagggCcagagagcgagacuuu
................ ugaggggcagagagcgUgacuuu
.ugaggggcagagagcUagacuuu. .

................ ugagUggcagagagcgagacuuu
................ ugaggggcagagagcgagacAuu
................ ugaggggcagagagcgagacCuu
................ ugaggggcagagagAgagacuuu
.ugaggggcagagagcgalacuuu. .

22
55
21
65

12

60

144

49

58
312

P R R PR R RRORRRRRRRRRRIRRERRRERERERRRRRIERRRRRRRERIERRRRRRRERRRRERRRRRIERRRRRRRRIERRERRR R R

z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_



hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

. .aggggcGgagagcgagacuuuu. .

hsa-miR-423-3p

IS
©

N AP WP PR P ®ON

)
[

R OO R WN O R RPRRERRNRRWOWNIERERROONIERNN

N oA e
o S

P R R RPRPRRRPRRPRORRRRERORORRIEREREOIROROROREROORI ERRIERORIERRIEROROROORIORHRIRRIRIERRIRRRIRRERIERRIERLIERLRLRR

z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_



hsa-miR-423-3p

hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

S#I\JO’U‘I#U‘II—‘&HU‘I

AP W EFEPNOONP WMN

1778

N
w

O W ok M NP ONFPDN

P R R PR R RRRRPRPRRRRRRERRORIRRRRRRERERRERERIERRRORIRRERERRERRERRRRERERRRERRRRERIERRRRRRRERIERRIERERRR R

z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_



hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

hsa-miR-423-3p

aagcucggucugGggccccucagu
aagcucggucuAaggccccucagu
aagcucggucugaggcccculagu
aagcucggucugaggcUccucagu

aCgcucggucugaggccccucagu. .

aagcCcggucugaggccccucagu
aagcucggucugaAgccccucagu
aGgcucggucugaggccccucagu
aagcucggucugaggcAccucagu
aagcuUggucugaggccccucagu
aagcucggucugaggccccuclgu
aagcucggCcugaggccccucagu
aagcucggucugaggccccCcagu
aagcucggucugaggccccucagu
aagcucggucugaggccccuAagu

aagcucgAucugaggccccucagu. .

aagcucggucugaggUcccucagu
Uagcucggucugaggccccucagu
aagcAcggucugaggccccucagu
aagcucggucugaggccccucaAu

aagcucggucugaggccccAcagu. .

aagcucggucugaggccccucagC
aagcucggucugaggccccucGgu
aagcucggucugaggccccucagt
aagUucggucugaggccccucagu
Cagcucggucugaggcccecucagu
aagcucAgucugaggccccucagu
aagcucggucugaggccccucalu
aagcucggucugagCccccucagu
aagcucggucCgaggccccucagu
aaUcucggucugaggccccucagu

aagcucggucugaggccccucagA. .

AR NRP NP WONRRRPR R

[

53

0 U W N R MR R WL, NMNNPR

P PR RPN®ONOR

[
©

P R R PR R RPRRPRORRRRERRRORRRRRIERRERERERRRRRIERRRRRRRERIERRORRIRRERERRRERERRRRERIERORIRRRRERIERRIERIERLRRR

z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_



hsa-miR-423-3p
hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_

10
3
64
538
2
1
1
1
1
1
2
7896
6
1
agcucggCcugaggccccuc 31
agcucggucugaggcccCul. .. ovi it 835
agculgguCugaggCCCCUC - - - - v e e mmeee e eee e m s 11
agcucggucugaggAcccuc 1
agAucggucugaggccccuc. . . . 1
Ugcucggucugaggccccuc 20
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agcucggucugaggccccucGy
agcucggucugaggcccculag

aUcucggucugaggccccucag. -

agcuUggucugaggccccucag.- -

agcucggucugbggccceucag- -

agcucggucugaAgccccucag. -

48

18

18

AP A NWWONNERRREPENENERRRPROOD®W®WRRPRO

P R R PR R RRRRRRRERRRRERRIERRRRRERERRRRERRIERRRERRREREOIRRIRRRRRERRRRERRRRRIERRRRRRRERRIERRIERRR R R

z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_
z1_
71_
z1_



hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

hsa-miR-423-3p

agcCcggucugaggccccucagu
agcucCgucugaggccccucagu
agcAcggucugaggccccucagu
agcucggucugaggccccuGagu

agcucgguAugaggccccucagu.- -

agcucggucugagUccccucagu
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agcucgguUugaggccccucagu

agAucggucugaggccccucagu
agcucggucugagCccccucagu
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................ Ggaggggcagagagcgagacuuuu

................ ugaggAgcagagagcgagacuuuu
................ ugaggggcagagagcgagacCuuu
................ ugaggggcGgagagcgagacuuuu
................ ugaAgggcagagagcgagacuuuu
................ ugaggggcagagagcgugacuuuu
................ ugGggggcagagagcgagacuuuu
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auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

.ugaggggcagGgagcgaga. . -
................ ugaggggcGgagagcgaga
................ ugalgggcagagagcgaga
................ ugCggggcagagagcgaga
................ ugaggggcagagagcgagG
.ugGggggcagagagcgaga. . -
................ ugaggggcagGgagcgaga
................ ugaggggcagagagcgGga
................ ugaggggcagagalcgaga
................ ugUggggcagagagcgaga
................ ugaggggcagagGgcgaga
................ ugaAgggcagagagcgaga
................ ugagggUcagagagcgaga
................ ugaggggcGgagagcgaga
................ Cgaggggcagagagcgaga
................ ugaggggcagagagcguga
.uAaggggcagagagcgaga. . -
................ ugaggggcagagaCcgaga
................ ugaggggcagagGgcgaga
................ ugaggggcagUgagcgaga
................ ugaggggcagagagcglga
.ugagggAcagagagcgaga. . -
................ ugaggggcaAagagcgaga
................ ugGggggcagagagcgaga
................ ugaggggcagagagcgaga
................ Agaggggcagagagcgaga
................ ugagUggcagagagcgaga
................ ugaggAgcagagagcgaga
................ ugaggggcagagagcgUga
................ ugaggggcagagagcgagu
................ uAaggggcagagagcgaga
................ ugagAggcagagagcgaga
-ugaggggcagUgagcgaga. . -
................ ugaggggcagagagcgaAa
................ ugaggggUagagagcgaga
................ ugaggggcagagagcgGga
................ uAaggggcagagagcgaga
.ugUggggcagagagcgaga. . -
................ ugaggggcUgagagcgaga
................ ugaggggcagagagGgaga
................ ugaggggcagaAagcgaga
................ Cgaggggcagagagcgaga
................ Agaggggcagagagcgaga
................ ugaggCgcagagagcgaga
................ Ggaggggcagagagcgaga
................ ugaggggcagalagcgaga
................ ugaggggcagagagcgaga
................ ugaggggcagagagcgagC
.ugaggggAagagagcgaga. . -
................ ugaggggcagagagGgaga
................ ugaggggcagagugcgaga
................ ugaggggcaAagagcgaga
................ ugaggAgcagagagcgaga
.ugaggggcagagagAgaga. - -
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................ ugaggggcagagagcCagacu
................ Ggaggggcagagagcgagacu
.ugaggggcagagagcgagacu- -
................ ugaggUgcagagagcgagacu
................ ugaggggUagagagcgagacu
................ ugaggggcagagagcAagacu
................ ugaggggcagagagcgagucu
.ugaUgggcagagagcgagacu-- -
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hsa-miR-423-3p
hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

................ ugaggggcagagagcgagaAu 22 1 GDM
................ ugaggggcaCagagcgagacu 6 1 GDM
................ ugaggggcagagagAgagacu 31 1 GDM
................ ugGggggcagagagcgagacu 493 1 GDM
................ Agaggggcagagagcgagacu 242 1 GDM
................ uAaggggcagagagcgagacu 136 1 GDM
................ ugaggggcagagagcgagalu 143 1 GDM
................ ugaggggcagagagcgagaAu 22 1 GDM
................ ugaggggcagagaCcgagacu 11 1 GDM
................ Cgaggggcagagagcgagacu 455 1 GDM
................ ugaggggcagagagcgagaAu 22 1 GDM
................ ugaggggcagagagAgagacu 31 1 GDM
................ ugaggggcagagagcgaAacu 55 1 GDM
................ ugagUggcagagagcgagacu 60 1 GDM

-ugagUggcagagagcgagacu . . 60 1 GDM
................ ugaggggcagagagcgagacu 89241 0 GDM
................ ugaggggcaguUgagcgagacu 71 1 GDM
................ ugaggggcagagagcgugacu 124 1 GDM
................ ugaggggcagagCgcgagacu 15 1 GDM

.ugaggggcagaCagcgagacu. - 4 1 GDM
................ ugaggggcagagagcgagacA 3113 1 GDM
................ ugaggggcGgagagcgagacu 495 1 GDM
................ ugUggggcagagagcgagacu 131 1 GDM
................ ugaggggcagagagcgaAacu 55 1 GDM
................ ugaggggcCgagagcgagacu 24 1 GDM
................ ugagCggcagagagcgagacu 13 1 GDM
................ ugaggggcagGgagcgagacu 464 1 GDM
................ ugagggUcagagagcgagacu 21 1 GDM
................ ugaAgggcagagagcgagacu 122 1 GDM
................ Agaggggcagagagcgagacu 242 1 GDM

.ugaggggcagCgagcgagacu. . 17 1 GDM
................ ugaggggcagagagcgUgacu 124 1 GDM
................ ugaggUgcagagagcgagacu 26 1 GDM
................ ugaggggcagagagcgaAacu 55 1 GDM
................ ugaggggcagaAagcgagacu 96 1 GDM

-ugaggggUagagagcgagacu . . 128 1 GDM
................ ugaggggcagGgagcgagacu 464 1 GDM
................ ugagggAcagagagcgagacu 123 1 GDM
................ ugaggggcaAagagcgagacu 83 1 GDM
................ ugaggggcagagagcgCgacu 15 1 GDM
................ ugaggggcagagaAcgagacu 89 1 GDM
................ ugaggggcagagaCcgagacu 11 1 GDM
................ uAaggggcagagagcgagacu 136 1 GDM
................ ugaggggcagagagcgagaGu 6 1 GDM
................ ugaggCgcagagagcgagacu 4 1 GDM
................ ugaggggcagCgagcgagacu 17 1 GDM

-ugagggCcagagagcgagacu . . 29 1 GDM
................ ugaggggAagagagcgagacu 30 1 GDM
................ ugagCggcagagagcgagacu 13 1 GDM
................ uCaggggcagagagcgagacu 5 1 GDM
................ ugaggggcagCgagcgagacu 17 1 GDM

.ugaggggcagUgagcgagacu. . 71 1 GDM
................ ugaggggcagagGgcgagacu 516 1 GDM
................ ugagggAcagagagcgagacu 123 1 GDM
................ ugaggggUagagagcgagacu 128 1 GDM
................ ugaggggcagagagcgagalu 143 1 GDM
................ ugaggggcagagagAgagacu 31 1 GDM
................ ugaggggcagagagcgagucu 7 1 GDM
................ ugaggggcagagagcgaCacu 4 1 GDM
................ ugagggAcagagagcgagacu 123 1 GDM
................ ugaggggcagagagcUagacu 18 1 GDM
................ Ggaggggcagagagcgagacu 131 1 GDM

-ugaggggAagagagcgagacu . . 30 1 GDM
................ ugGggggcagagagcgagacu 493 1 GDM
................ ugaggggcagGgagcgagacu 464 1 GDM
................ ugaggAgcagagagcgagacu 181 1 GDM
................ ugaggggcagagaAcgagacu 89 1 GDM

.ugaggggcaAagagcgagacu. - 83 1 GDM
................ ugaggggcagagCgcgagacu 15 1 GDM




auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

hsa-miR-423-5p

ugagggucagagagcgagacu. -

ugagAggcagagagcgagacu

ugaggggcagagaAcgagacu
ugaggAgcagagagcgagacu

ugaggggcagagagcgagace.- -

ugaggggcagagagcAagacu
ugaggggcagagagcgagCcu
ugaggggcagagagGgagacu

ugaggggcagagagcgugacu. .

ugaggggcagaAagcgagacu
ugaggggcagagagcgGgacu
ugaggggcagagagcgCgacu
ugaggggcaAagagcgagacu

ugaggggcagagagcgalacu-. .

ugaggggcagagGgcgagacu
ugaggggcagagagcUagacu
ugaggggcalagagcgagacu
ugaggggcagagagcgagucu
ugagggUcagagagcgagacu
ugaggggcagagCgcgagacu
uUaggggcagagagcgagacu
ugCggggcagagagcgagacu

ugaggggcagagagcgagatu. -

ugaggggcGgagagcgagacu
ugaggggcagagagcAagacu
ugagUggcagagagcgagacu
ugaggggcalagagcgagacu

ugaggggcCgagagcgagacu. .

ugaggggcagalagcgagacu
ugaggggcagalagcgagacu
ugaggggcagagagcgagGeu
ugaggggcagagaCcgagacu
ugaggggcagaAagcgagacu
ugCggggcagagagcgagacu
ugCggggcagagagcgagacu
ugaggggcUgagagcgagacu
Ggaggggcagagagcgagacu
ugaggggcagagagcgalacu

ugaggggcagagagcgagGeu.. -

ugaggggcagagagcgagauu
ugaggggcagugagcgagacu
ugaggggcagagugcgagacu

Agaggggcagagagcgagacu. .

hsa-miR-423-3p

3113
136
181

29
13
77
30
131
516
22

455
21
138
7540
89
181
673
148

32
673

138
495
7540
493
32
124
96
481
15
83
19
516
18
29
77
21
15
26
19
89241
673

495
148
60
29
24
30
30
496
11
96
19
19
122
131
19
496
3113
143
71
77
242
481
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hsa-miR-423-3p
hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

.ugagAggcagagagcgagacuu. . .

................ ugaggggcagagagcgagaAuu
................ ugaggggcagagalcgagacuu
................ ugaggggcagGgagcgagacuu
................ ugaggggcagaAagcgagacuu
.ugagAggcagagagcgagacuu. . .

................ ugaggggcalagagcgagacuu
................ ugaggggcagagagcAagacuu
................ ugaggggcagagagcgagUcuu
................ ugaggggcagagagcUagacuu
................ ugaggggcagagagcUagacuu
................ ugaggUgcagagagcgagacuu
................ ugaggggcUgagagcgagacuu
................ ugaggggUagagagcgagacuu
................ ugaggggcagaAagcgagacuu
................ ugaggggcagCgagcgagacuu
.Cgaggggcagagagcgagacuu. - .
................ ugGggggcagagagcgagacuu
................ ugaggggcagagagcgagGeuu
................ Agaggggcagagagcgagacuu
................ ugaggggcagagagAgagacuu
.ugaggggcagagGgcgagacuu. . .
................ ugagggUcagagagcgagacuu

................ ugaggggcUgagagcgagacuu
................ ugaggUgcagagagcgagacuu
................ ugaggggcagagugcgagacuu
................ ugaggggcagagagcgagGeuu
................ ugUggggcagagagcgagacuu

................ UQAgYYYCAGAYAGCYAGACUU - - -« « « « cm e e nmm e e e mm e e e e m e e e e e e e
................ ugGggggcagagagcgagacuu
.ugaggggcagalUagcgagacuu. . .
................ ugaggggcUgagagcgagacuu
................ ugagggUcagagagcgagacuu

................ ugaggAgcagagagcgagacuu

................ Ggaggggcagagagcgagacuu
.ugaggggcagagGgcgagacuu. - .
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77
122
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22
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hsa-miR-423-3p
hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

................ ugaggggcagagagcgugacuu 15 1 GDM
................ ugaggggcagagagcgagacGu 19 1 GDM
................ ugaggggcagagagcgugacuu 15 1 GDM
................ ugUggggcagagagcgagacuu 11 1 GDM
................ ugaggggcagagagcguUgacuu 15 1 GDM
................ ugaggggcagagagcgagacuG 48 1 GDM
................ ugaggggcagagagcgagacuC 710 1 GDM
................ ugaggggcagagagcgagacuu 9910 0 GDM
................ ugaggggcagagaAcgagacuu 10 1 GDM
................ ugaggggcagagagcgagacAu 8 1 GDM
................ ugaggggcGgagagcgagacuu 45 1 GDM
................ ugaggggcagagagcgagacuA 252 1 GDM
................ ugaggggcagagagcgagCcuu 3 1 GDM
................ ugaggggcagUgagcgagacuu 8 1 GDM

-ugaggggcCgagagcgagacuu. . . 3 1 GDM
................ ugaUgggcagagagcgagacuu 2 1 GDM
................ ugaggggcagagagcgagCcuu 3 1 GDM
................ ugaggggcagagagcgalacuu 1 1 GDM
................ ugaggggcagagagcgaCacuu 1 1 GDM

.ugaggggcagagagcgGgacuu. . . 54 1 GDM
................ ugaAgggcagagagcgagacuu 15 1 GDM
................ ugaggggcagagalcgagacuu 2 1 GDM
................ ugaggggcagagagcgGgacuu 54 1 GDM
................ ugaggggcagagagcgGgacuu 54 1 GDM
................ ugaggggAagagagcgagacuu 5 1 GDM
................ uAaggggcagagagcgagacuu 20 1 GDM
................ ugaUgggcagagagcgagacuu 2 1 GDM
................ ugaggggcagCgagcgagacuu 1 GDM
................ ugaggggcagagugcgagacuu 9 1 GDM
................ ugaggggcagagagAgagacuu 1 GDM

.ugaggggcaAagagcgagacuu. . . 13 1 GDM
................ ugagCggcagagagcgagacuu 1 1 GDM
................ ugaggggcagagagcgagacuC 710 1 GDM
................ ugaggggcagUgagcgagacuu 8 1 GDM
................ ugaggggcGgagagcgagacuu 45 1 GDM

.Cgaggggcagagagcgagacuu. . . 53 1 GDM
................ Cgaggggcagagagcgagacuu 53 1 GDM
................ Agaggggcagagagcgagacuu 22 1 GDM
................ ugaggggcagUgagcgagacuu 8 1 GDM
................ ugaggggcagagCgcgagacuu 1 GDM
................ ugaggggcagaAagcgagacuu 9 1 GDM
................ ugUggggcagagagcgagacuu 11 1 GDM
................ ugaggggcagagagcgagaluu 19 1 GDM
................ ugaggggcaAagagcgagacuu 13 1 GDM
................ ugaggggcagagagcgCgacuu 1 GDM
................ ugagUggcagagagcgagacuu 3 1 GDM

.ugaggggcagagagcCagacuu. . . 1 GDM
................ ugaggggcagagagcgagacCu 45 1 GDM
................ uAaggggcagagagcgagacuu 20 1 GDM
................ ugaggggcagagagcgagacCu 45 1 GDM
................ Ggaggggcagagagcgagacuu 17 1 GDM

-ugaggggcagagCgcgagacuu. . . 1 GDM
................ ugaggggcagagagcgaAacuu 7 1 GDM
................ ugaggggcagagagcgagaluu 19 1 GDM
................ ugaggAgcagagagcgagacuu 8 1 GDM
................ ugaggggcagagagcgagacCu 45 1 GDM
................ ugagggAcagagagcgagacuu 11 1 GDM
................ ugaggggcagagagcgagucuu 7 1 GDM
................ Ggaggggcagagagcgagacuu 17 1 GDM
................ ugagggAcagagagcgagacuu 11 1 GDM
................ ugaggggcagagagcgagaAuu 6 1 GDM
................ ugaggggUagagagcgagacuu 13 1 GDM

.ugaggggcagagagcgaAacuu. . . 7 1 GDM
................ ugaggggcagagagcgagacuu 9910 0 GDM
................ ugaggggcCgagagcgagacuu 3 1 GDM
................ ugaggggcagagaAcgagacuu 10 1 GDM
................ ugagAggcagagagcgagacuu 16 1 GDM

.ugaggggcagagGgcgagacuu. . . 58 1 GDM
................ ugaggggcGgagagcgagacuu 45 1 GDM




hsa-miR-423-3p

hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

252 1 GDM

1 1 GDM

54 1 GDM

9 1 GDM

1 GDM

11 1 GDM

8 1 GDM

19 1 GDM

22 1 GDM

15 1 GDM

3 1 GDM

48 1 GDM

7 1 GDM

13 1 GDM

19 1 GDM

20 1 GDM

7 1 GDM

18 1 GDM

1 1 GDM

19 1 GDM

252 1 GDM

2 1 GDM

18 1 GDM

13 1 GDM

2 1 GDM

10 1 GDM

5 1 GDM

15 1 GDM

3 1 GDM

1 GDM

54 1 GDM

2 1 GDM

62 1 GDM

31 1 GDM

5 1 GDM

.ugaggggcagagaulcgagacuuu. . 1 GDM
................ ugaggggcagagagcCagacuuu 9 1 GDM
................ ugalgggcagagagcgagacuuu 1 GDM
................ ugaggggcUgagagcgagacuuu 33 1 GDM
................ ugaggggcagagagcgagGecuuu 96 1 GDM
................ ugaggggcCgagagcgagacuuu 6 1 GDM
................ ugaggggcagUgagcgagacuuu 23 1 GDM
................ ugaggggUagagagcgagacuuu 27 1 GDM
................ ugaggggcagaAagcgagacuuu 29 1 GDM
................ ugaggggcagalagcgagacuuu 3 1 GDM
................ ugaggAgcagagagcgagacuuu 35 1 GDM
.ugaggggcagagagcgagacGuu. . 8 1 GDM
................ ugaggggcagGgagcgagacuuu 85 1 GDM
................ ugaggggcagagUgcgagacuuu 9 1 GDM
................ ugaggggcUgagagcgagacuuu 33 1 GDM
................ ugaggggcagagagcgagacuuC 1371 1 GDM
.ugaggggcagagagcgagacGuu. . 8 1 GDM
................ ugagUggcagagagcgagacuuu 9 1 GDM
................ ugaggggcagagCgcgagacuuu 3 1 GDM
................ ugaggggUagagagcgagacuuu 27 1 GDM
................ ugaggggcagagagcgagGcuuu 96 1 GDM
................ uAaggggcagagagcgagacuuu 22 1 GDM
................ ugaggCgcagagagcgagacuuu 2 1 GDM
................ ugaggggcalagagcgagacuuu 5 1 GDM
................ ugUggggcagagagcgagacuuu 20 1 GDM
................ ugaggggcagagagcgagacAuu 14 1 GDM
................ ugaggggcagagagcgagaluuu 20 1 GDM
.ugaggggcagagagcgagacGuu. . 8 1 GDM
................ ugagCggcagagagcgagacuuu 3 1 GDM
................ ugagggAcagagagcgagacuuu 17 1 GDM
................ ugaggggcagagagcgagaluuu 20 1 GDM
................ ugaggggcagagagcgagacuuC 1371 1 GDM
31 1 GDM

85 1 GDM




hsa-miR-423-3p
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auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

................ ugaggggcagagagcUagacuuu 6 1 GDM
................ ugaggggcagagagcgagUcuuu 12 1 GDM
................ ugaggggcagagGgcgagacuuu 119 1 GDM
................ ugaggggcagagagcgagacuuu 20045 0 GDM
................ ugaggggcagagagcgGgacuuu 106 1 GDM
................ ugagggUcagagagcgagacuuu 11 1 GDM
................ ugUggggcagagagcgagacuuu 20 1 GDM
................ ugaggggcagagagcgGgacuuu 106 1 GDM
................ ugaggggcagagagcgagacuAu 295 1 GDM
................ ugaggggcalUagagcgagacuuu 5 1 GDM
................ ugaggggcagagagcgagacuuA 628 1 GDM
................ ugaggggcagagagcgCgacuuu 4 1 GDM
................ ugaggggcagagagcgUgacuuu 25 1 GDM
................ ugaggggcagagagcgagUcuuu 12 1 GDM

-ugalgggcagagagcgagacuuu. . 8 1 GDM
................ ugaggggcagagagcgGgacuuu 106 1 GDM
................ ugaggCgcagagagcgagacuuu 2 1 GDM
................ Agaggggcagagagcgagacuuu 51 1 GDM
................ ugaggggcaAagagcgagacuuu 26 1 GDM

.ugaggggcagagagGgagacuuu. . 7 1 GDM
................ ugagUggcagagagcgagacuuu 9 1 GDM
................ Agaggggcagagagcgagacuuu 51 1 GDM
................ ugaggggcagagagcgagacuGu 32 1 GDM
................ ugGggggcagagagcgagacuuu 111 1 GDM
................ ugaggggcagaUagcgagacuuu 3 1 GDM
................ ugaAgggcagagagcgagacuuu 32 1 GDM
................ ugaggggcagagagcgagacCuu 103 1 GDM
................ ugaggggcagagagcgagacuGu 32 1 GDM
................ ugaggggcagagGgcgagacuuu 119 1 GDM
................ ugaggggcaAagagcgagacuuu 26 1 GDM

-ugaggggcagagagcgalacuuu. . 1 GDM
................ ugaggggcagagugcgagacuuu 9 1 GDM
................ ugaAgggcagagagcgagacuuu 32 1 GDM
................ uUaggggcagagagcgagacuuu 3 1 GDM
................ ugaggggAagagagcgagacuuu 4 1 GDM

.ugaggggcagagagcgagacAuu. . 14 1 GDM
................ ugaggggcagagGgcgagacuuu 119 1 GDM
................ ugaggggcagagagcgagGcuuu 96 1 GDM
................ ugaggggcagagagcgagacuGu 32 1 GDM
................ ugaggggcagagagcgCgacuuu 4 1 GDM
................ ugaggggcagagagAgagacuuu 4 1 GDM
................ ugaggggcagagagcgaAacuuu 20 1 GDM
................ ugaggggcagagagGgagacuuu 7 1 GDM
................ ugaggggcagagagcgagacCuu 103 1 GDM
................ ugUggggcagagagcgagacuuu 20 1 GDM
................ ugaggggcagagalUcgagacuuu 8 1 GDM

.Agaggggcagagagcgagacuuu. . 51 1 GDM
................ ugaggggcagUgagcgagacuuu 23 1 GDM
................ ugaggggcagagagcgalacuuu 8 1 GDM
................ ugaggggcagagagcgagUcuuu 12 1 GDM
................ ugagggCcagagagcgagacuuu 8 1 GDM

.ugaggggcagagaAcgagacuuu. . 12 1 GDM
................ ugaggggcagagagcgagacuuC 1371 1 GDM
................ ugaggggcagCgagcgagacuuu 2 1 GDM
................ Ggaggggcagagagcgagacuuu 31 1 GDM
................ uAaggggcagagagcgagacuuu 22 1 GDM
................ ugCggggcagagagcgagacuuu 9 1 GDM
................ ugaggggcagagagcgagacuuu 20045 0 GDM
................ ugaggggcagagagcgagacuuG 281 1 GDM
................ ugaAgggcagagagcgagacuuu 32 1 GDM
................ ugaggggcagagagcgUgacuuu 25 1 GDM
................ Cgaggggcagagagcgagacuuu 109 1 GDM

.ugaggggcagagagcgalacuuu. . 1 GDM
................ ugCggggcagagagcgagacuuu 9 1 GDM
................ ugaggggcagagugcgagacuuu 9 1 GDM
................ ugaggggcUgagagcgagacuuu 33 1 GDM
................ ugaggAgcagagagcgagacuuu 35 1 GDM

.ugaggggcagagCgcgagacuuu. - 3 1 GDM
................ ugaggggcagUgagcgagacuuu 23 1 GDM




hsa-miR-423-3p
hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

................ ugaggggcagagagcAagacuuu 31 1 GDM
................ ugalgggcagagagcgagacuuu 1 GDM
................ ugaggggcagagagGgagacuuu 7 1 GDM
................ ugagggUcagagagcgagacuuu 11 1 GDM
................ ugagggAcagagagcgagacuuu 17 1 GDM
................ ugaggggcagagagcgCgacuuu 1 GDM
................ ugaggggcCgagagcgagacuuu 6 1 GDM
................ ugaggggcagCgagcgagacuuu 2 1 GDM
................ ugaggggcagGgagcgagacuuu 85 1 GDM
................ ugaggggcagagagcAagacuuu 31 1 GDM
................ ugaggggcagagagcgagacuuG 281 1 GDM
................ ugaggUgcagagagcgagacuuu 5 1 GDM
................ ugaggggcagagagcgagCcuuu 3 1 GDM
................ uCaggggcagagagcgagacuuu 2 1 GDM
.ugaggggcagagagcUagacuuu. . 1 GDM
................ ugaggggcagagagcgagacAuu 14 1 GDM
................ ugagCggcagagagcgagacuuu 3 1 GDM
................ ugaggggcGgagagcgagacuuu 115 1 GDM
................ ugaggggcagagagcgagaluuu 20 1 GDM
.ugaggggcagagagcgagacuuu. . 20045 0 GDM
................ ugaggggcagagagcgagacuuG 281 1 GDM
................ ugaggggcagagagcgaAacuuu 20 1 GDM
................ ugGggggcagagagcgagacuuu 111 1 GDM
................ ugaggggcagaAagcgagacuuu 29 1 GDM
................ uAaggggcagagagcgagacuuu 22 1 GDM
................ ugaggggcagagagcgagaAuuu 1 1 GDM
................ ugaggggcGgagagcgagacuuu 115 1 GDM
................ ugaggggcagagagcgagacuAu 295 1 GDM
................ ugGggggcagagagcgagacuuu 111 1 GDM
................ ugagAggcagagagcgagacuuu 18 1 GDM
-ugagAggcagagagcgagacuuu. . 18 1 GDM
................ ugaggggcagalagcgagacuuu 3 1 GDM
................ Cgaggggcagagagcgagacuuu 109 1 GDM
................ ugaggggcagagagcgagacuAu 295 1 GDM
................ ugaggggcagagaAcgagacuuu 12 1 GDM
.ugaggggcagagagcgagacCuu. . 103 1 GDM
................ ugaggggcagagagcgUgacuuu 25 1 GDM
................ ugaggggcagagagAgagacuuu 4 1 GDM
................ ugaggUgcagagagcgagacuuu 5 1 GDM
................ Cgaggggcagagagcgagacuuu 109 1 GDM
................ ugagggUcagagagcgagacuuu 11 1 GDM
................ ugaggAgcagagagcgagacuuu 35 1 GDM
................ ugagUggcagagagcgagacuuu 9 1 GDM
................ ugagggCcagagagcgagacuuu 1 GDM
................ ugagggCcagagagcgagacuuu 8 1 GDM
................ ugaggggcGgagagcgagacuuu 115 1 GDM
.ugaggggcagagagcgaAacuuu. . 20 1 GDM
................ uUaggggcagagagcgagacuuu 3 1 GDM
................ ugaggggAagagagcgagacuuu 1 GDM
................ ugaggggcagaAagcgagacuuu 29 1 GDM
................ ugagAggcagagagcgagacuuu 18 1 GDM
.ugCggggcagagagcgagacuuu. . 9 1 GDM
................ ugaggggAagagagcgagacuuu 1 GDM
................ ugaggggcagagagcgagCcuuu 3 1 GDM
................ Ggaggggcagagagcgagacuuu 31 1 GDM
................ ugaggggcagagagcCagacuuu 9 1 GDM
................ ugagggAcagagagcgagacuuu 17 1 GDM
................ ugaggggcaAagagcgagacuuu 26 1 GDM
................ ugaggggcagagaAcgagacuuu 12 1 GDM
................ ugaggggcagagagcgagacuuA 628 1 GDM
................ ugaggggUagagagcgagacuuu 27 1 GDM
................ ugaggggcagagagcgagacuuA 628 1 GDM
17 1 GDM

3 1 GDM

1 GDM

1 GDM

1 GDM

87 1 GDM

1 1 GDM
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auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

................ ugaggggcagagagcgGgacuuuu 18 1 GDM
................ ugaggAgcagagagcgagacuuuu 3 1 GDM
................ ugaggggcagagagcgagacuuCu 1 GDM
................ ugaggggcagagGgcgagacuuuu 10 1 GDM
................ ugaggggcagagagcgagacuuuC 87 1 GDM
................ ugaggggcagagagcgagacuuuG 75 1 GDM
................ ugaggggcagalagcgagacuuuu 2 1 GDM
................ ugaggggUagagagcgagacuuuu 2 1 GDM
................ Ggaggggcagagagcgagacuuuu 3 1 GDM
................ uAaggggcagagagcgagacuuuu 4 1 GDM
................ ugaggggcagagagcgagGecuuuu 5 1 GDM
................ ugaggggcagagagcgagacuuuA 248 1 GDM
................ ugaggggcagagagcgagacuuuA 248 1 GDM
................ ugaggggcagagGgcgagacuuuu 10 1 GDM
-ugaggggcagagagcgagacuCuu. - 5 1 GDM
................ ugaggggcagagagcgagacuuuC 87 1 GDM
................ ugaggggcagagagcgagacuuAu 23 1 GDM
................ ugaggggcagagagcgagacuuAu 23 1 GDM
................ ugaggggcagagagcgagGcuuuu 5 1 GDM
-ugaggggUagagagcgagacuuuu. - 2 1 GDM
................ ugGggggcagagagcgagacuuuu 17 1 GDM
................ Agaggggcagagagcgagacuuuu 3 1 GDM
................ ugaggggcagagagcgagacuAuu 3 1 GDM
................ ugaggggcagagagcgagacuuuu 1589 0 GDM
................ ugUggggcagagagcgagacuuuu 1 1 GDM
................ ugaggggcagagagcgGgacuuuu 18 1 GDM
................ ugaggggcagagagcgagacuuCu 6 1 GDM
................ ugaggggcagagagcgagacuuGu 7 1 GDM
................ ugaggggcagCgagcgagacuuuu 1 1 GDM
................ Cgaggggcagagagcgagacuuuu 1 1 GDM
.ugaggggcGgagagcgagacuuuu. - 9 1 GDM
................ ugaggggcagGgagcgagacuuuu 7 1 GDM
................ ugaggggcUgagagcgagacuuuu 1 1 GDM
................ ugaggggcagagGgcgagacuuuu 10 1 GDM
................ ugaggggcagagagcgagacuuuG 75 1 GDM
.ugaggggcagagagcgagacuuuu. - 1589 0 GDM
................ ugagggAcagagagcgagacuuuu 3 1 GDM
................ ugaggggcagagagcgagacGuuu 1 1 GDM
................ ugagggAcagagagcgagacuuuu 3 1 GDM
................ ugaggUgcagagagcgagacuuuu 2 1 GDM
................ ugaggggcagagagcgagacuuGu 7 1 GDM
................ ugaggggcGgagagcgagacuuuu 9 1 GDM
................ ugaggggcagalagcgagacuuuu 2 1 GDM
................ ugaggggcagagagcgaguUcuuuu 1 1 GDM
................ ugaggggcagagagcgagacuuAu 23 1 GDM
................ uAaggggcagagagcgagacuuuu 4 1 GDM
-ugaggggcGgagagcgagacuuuu. - 9 1 GDM
................ ugaggAgcagagagcgagacuuuu 3 1 GDM
................ ugaggggcagagagcgagacuGuu 1 1 GDM
................ ugaggggcagagagcgagacCuuu 5 1 GDM
................ ugaggggcagagagcgagacuCuu 5 1 GDM
.ugaggggcagGgagcgagacuuuu. . 7 1 GDM
................ ugaggggcagagagcgagacCuuu 5 1 GDM
................ ugaggggcagagagcgGgacuuuu 18 1 GDM
................ ugaggggcalagagcgagacuuuu 1 1 GDM
................ ugaggggcagagagcgagacuCuu 5 1 GDM
................ ugaggggcagagagcgagacuuCu 6 1 GDM
................ ugaggggcagagagcgagacuuGu 7 1 GDM
................ ugaggggcagagagcguUgacuuuu 1 1 GDM
................ ugagggCcagagagcgagacuuuu 1 1 GDM
................ uAaggggcagagagcgagacuuuu 4 1 GDM
................ Agaggggcagagagcgagacuuuu 3 1 GDM
-ugaggggcagagagcgagacuuuA. . 248 1 GDM
................ ugaggggcagagagcgagacuuuu 1589 0 GDM
1 1 GDM

17 1 GDM

75 1 GDM

7 1 GDM

0 GDM
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auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

. -gaggggcagagagcgagacuuu. .
................. gaggggcagagagcgGgacuuu
................. gaggggcagagagcgagacuuu

.................. aggggcagagagcgagacuuu

.................. aggggcagagagcgagacAuu
. .aggggcagagagcgagacuuC. .
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GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
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auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

4 1 GDM

3 1 GDM

7 1 GDM

3 1 GDM

3 1 GDM

8 1 GDM

39 1 GDM

17 0 GDM

39 1 GDM

5 1 GDM

39 1 GDM

8 1 GDM

17 0 GDM

5 1 GDM

17 0 GDM

8 1 GDM

5 1 GDM

1 1 GDM

8 1 GDM

3 1 GDM

1 1 GDM

1 1 GDM

36 1 GDM

8 1 GDM

3 1 GDM

288 0 GDM

1 1 GDM

1 1 GDM

1 1 GDM

1 1 GDM

3 1 GDM

3 1 GDM

1 1 GDM

288 0 GDM

2 1 GDM

36 1 GDM

36 1 GDM

3 1 GDM

288 0 GDM

8 1 GDM

10 1 GDM

18 1 GDM

1 GDM

2 1 GDM

68 1 GDM

3 1 GDM

aagcucggucugaggccccuc. . - - 1662 0 GDM
aagcucAgucugaggccccuc 4 1 GDM
aagcucggucugaggccccuG 5 1 GDM
aagcucggucugaggcccluc 3 1 GDM
aagcucggucuAaggccccuc 3 1 GDM
aagcucggulugaggccceuc. . . - 1 1 GDM
aagcuUggucugaggccccuc 1 1 GDM
UagcucggucugaggCCCCUC - - v v e s we e cmeme e mmem 6 1 GDM
aagcucggGCUgaggCCCCUC. - - v e v e memmc e e me e m s 1 1 GDM
GagcuCgguUCUQGAJYCCCCUC . - - - w v e i eem e meee e men 13 1 GDM
aagcucgguCUgaggCCCCUA. . - oo v i i ee e i ceaa e m s 68 1 GDM
aagcucggucugaggccCCul. .o vn i e i e e e 213 1 GDM
aaguucggucugaggCCCCUC. « v v v v v v v e e e e s 1 1 GDM
GagcucgguUCUgaAgYCCCCUC. - - - v v e cee e mmee e me s 13 1 GDM
aagcucggCcugaggCCCCUC. - - v e v e mem e e e mmamem s 5 1 GDM
aaAcucggucugaggccccuc 2 1 GDM
aagcucggucugaggccccul. . . . 213 1 GDM
Gagcucggucugaggccccuc 13 1 GDM
aagcucggucugaggccccuc 1662 0 GDM
aagcucggucuguggccccuc 3 1 GDM
aagcucggucugaAgccccuc 7 1 GDM
aagcucggucugaggcUccuc. . . . 1 1 GDM
aGgcucggucugaggccccuc 13 1 GDM
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auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge
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GDM
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GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
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auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

5 1 GDM
5 1 GDM
4 1 GDM
3 1 GDM
1 1 GDM
14 1 GDM
12 1 GDM
1 1 GDM
4 1 GDM
2 1 GDM
4 1 GDM
5 1 GDM
1 1 GDM
5 1 GDM
1 1 GDM
1 1 GDM
1 1 GDM
2 1 GDM
103 0 GDM
1 1 GDM
1 1 GDM
2 1 GDM
1 1 GDM
6 1 GDM
2 1 GDM
1 1 GDM
1 1 GDM
103 0 GDM
6 1 GDM
1 1 GDM
1 1 GDM
2 1 GDM
1 1 GDM
103 0 GDM
53 1 GDM
aagcucggucuCaggccccucagu - . 1 GDM
aagcucggucCgaggccccucagu 4 1 GDM
aagcucgguCUgGggCCCCUCAGU - « v w - v v e e mwe e m e m 1 GDM
aalcucggucugaggeCCCUCAGU - « v v v s v we e cmeee e m e n 1 1 GDM
aagcucggucugaggecccucagl. v v e ivnn e iinaaannn 53 1 GDM
GagcucgguCuUgaggCCCCUCAGU - -« w - v v e e mwee e me m 5 1 GDM
aagcucggucugaggecclUucagU . - v v i vvecccmaa o m s 2 1 GDM
aagcucggucugaggCCCCUCGOU - v v v i v v e e c e me e m s 6 1 GDM
aagcucggucugaggccccucalu. . ovvv v 1 1 GDM
aagcucggucugaggeccCCCagu. vv v o i ve e ccma e am s 4 1 GDM
Cagcucggucugaggccccucagu 2 1 GDM
aagcucggucugaggccccAcagu. . 1 1 GDM
aagcucggucugaggcUccucagu 2 1 GDM
aagcucgguCuUgaggCCCCUCAGU - v v v s v v e e m e wmm o m s 728 0 GDM
aagCUCAQUCUQGAJYCCCCUCAGU - -+« - e we e mwee e me m 2 1 GDM
aagcucggucugaggccccucagl. - v v i i iva i i i e e an 53 1 GDM
aagcucggCcugaggccccucagu . . 5 1 GDM
aagcucggCcugaggccccucagu 5 1 GDM
aagcucggucugGggCCCCUCAGU - - v v v v v e e eee e m e e 5 1 GDM
aagcucggucugaggCCCAUCAgU - v v v e s v v e e mmmee e m s 1 1 GDM
aagculggucugaggCCCCUCAQU . « v v v v v v v e v e m e e e e 1 1 GDM
GagcucggucugaggCCCCUCAGU - « v w - v v e cme e m e n 5 1 GDM
aagcucggucugaggecCCCucagtb. v v cvnn e cnannnnn 4 1 GDM
aagcucggucugaggccccCcagu. « v v v v v v v v v nnnnnnnn 4 1 GDM
aagecucggucugUggeCCCUCAGU - - v v v ve e ceee e n 4 1 GDM
aagcucgguCugaggCCCCUCAGU - « v v c v v e e mmwem o m s 728 0 GDM
aagcucggucugagAccccucagu 1 1 GDM
aagcucggucCgaggccccucagu - - 4 1 GDM
Gagcucggucugaggccccucagu 5 1 GDM
aagcucggucugaggccccucagu 728 0 GDM
aagcucggucugaggccccucagt 4 1 GDM
aagcucggucugaggccccGecagu 1 1 GDM
aagcucggucugaggccccucagA. . 277 1 GDM
aagcucggucugaggccccucGgu 6 1 GDM
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.................................................... AgCUAQQUCUGAJQYCCCCUC . - v c e e wememmmmmmme s 3 1 GDM
.................................................... agUuCgQUCUGAQYCCCCUC - « = - - c e e e e meee e eeamm s 12 1 GDM
.................................................... AgCUCYQUAUQGAYYCCCCUC - « - - v e e e meee e meeem m e 2 1 GDM
.................................................... agecucggucugaggececCCl. . inmmncn e i e e a e nn s 40 1 GDM
.................................................... agGUCYQUCUGAYYCCCCUC - « = - - m e e e e meee e meeamm s 1 GDM
.................................................... AgCACYQUCUGAYYCCCCUC - - - - - v e e e meee e meeem m e 9 1 GDM
.................................................... alcucgguCugaggCCCCUC. . - w v e e ewemee e mmme s 17 1 GDM
.................................................... agcucCgucugaggCCCCUC. « v v v v v v e e e e e s 1 1 GDM
.................................................... UgcucggucugaggCCCCUC. - - - v v e e s eea e i emee e m e m 17 1 GDM
.................................................... aACUCQQUCUGAgQYCCCCUC- - w v e e e wememmmmmmme s 20 1 GDM
.................................................... agecucggucugaCgCCCCUC. v v v v v v e e e s 3 1 GDM
.................................................... ageuCcgguUCUgaUgCCCCUC - « -« - v e e e i eee e e e e m e 2 1 GDM
.................................................... agCcuCgguCUgaggCCCCUA. . . v vt i e e ie e e anann s 262 1 GDM
12 1 GDM

3 1 GDM

agCcuCgguUCUgaggCCCAUC. - - v o v i v c e ce e e e e mn s 1 GDM

AagCUCYQUCUJAJACCCCUC. « « v v v s e e e e eas 13 1 GDM

AgCUAQQUCUQJAYYCCCCUC - « - - v e e e meee e mememm s 3 1 GDM

aAcucggucugaggccccuc 20 1 GDM

Cgcucggucugaggccccuc. . . - 2 1 GDM

agcucggucugaggcccuuc 12 1 GDM

AgCUCYYUCUAAQYCCCCUC - « - w v e e ememmmmmmmmms s 9 1 GDM

AagCcuCggUCUGAJYCCCCAC. « v v v v v ana s 1 GDM

AACUCYQUCUQJAYYCCCCUC - - - - v e e e meee e mmmam m e 20 1 GDM

agcucggCcugaggCCCCUC. . v e e e e e mec e mmeme s 49 1 GDM

agecucggucugaggclUCCUC . v oo v e e i i e e e e a s 28 1 GDM

agcuGQQUCUQGAYYCCCCUC - « - - v e e e meee e eme e m s 1 1 GDM

AgCuUCYgUCUGAJQYCCCCUC- « - w v e e amememmmmmmme s 8582 0 GDM

AgCUCgQUCUGAYYGCCCUC - « - - - e e e e mee e e meeamm s 2 1 GDM

agcucggucugagCccccuc 6 1 GDM

agcucggucugGggeccccuc. . . - 38 1 GDM

agcucggucuCaggccccuc 1 1 GDM

Ggcucggucugaggccccuc 51 1 GDM

agcucggucugGggccccuc 38 1 GDM

agcucggucugaAgccccuc 11 1 GDM

agcucggucugaggccccCe. . . . 40 1 GDM

agcucggucugagAccccuc 13 1 GDM

AgCUCYQUCUGAYYCCCCUC - « =« - m e e e mmeee e meeemm s 8582 0 GDM

AgCUCYQUCUJAYYCCCCAC - -« o v e e e meee e meeae m e 8 1 GDM

agCUCYAUCUJAGYCCCCUC. - - v e v e e e v me e e me e m e s 7 1 GDM

agcCcggucugaggCCCCUC. « v v v v v e e e e e e s 34 1 GDM

agecucggucugaggeccCul. ..o i it i i o 1116 1 GDM

agecucggucugaggeCCUUC. - v i e i e i e i e e e e aa s 12 1 GDM

AagCUCgQUCUJAJACCCCUC. « « v v v s e e e nas 13 1 GDM

agecuCgguUCUgagUCCCCUC - « - v e e cieee e meee e m e 3 1 GDM

agcucggAcugaggccccuc 6 1 GDM

agcucggucugaggccccul. . . . 1116 1 GDM

agcucggucugaggccUcuc 18 1 GDM

agcucggucuAaggccccuc 9 1 GDM

agcucggucugaggcccGuc 1 GDM

Ggcucggucugaggccccuc 51 1 GDM

agcucggucugaggcccCuA. . . . 262 1 GDM

agAucggucugaggccccuc 3 1 GDM

ageucgguUUUQAgQCCCCUC - - - - v e e e mee e e meea e m s 6 1 GDM

alcucgguCugaggCCCCUC. - n v s v e v a e me e m e e m e - 17 1 GDM

agecucgguecugaggeCCCCl. v v v v i e e s 40 1 GDM

agculgguCugaggCCCCUC - - - - v e e c i eee e ea e m s 13 1 GDM

agcucggCcugaggCCCCUC. . m v v e e c e e mec e mmme s 49 1 GDM

agecucgguecugaggeCCUUC. i v e e i i e e e e e 12 1 GDM

agcCcygguUCUgAYYCCCCUC - - - - v e e e eee e meea e m s 34 1 GDM

AgCUCYQUCUGAQQYCCACUC . - v e e eeemecmmmmeme s 5 1 GDM

Ugcucggucugaggccccuc 17 1 GDM

agcuUggucugaggccccuc. . . - 13 1 GDM

alUcucggucugaggccccuc 17 1 GDM

aCcucggucugaggccccuc 1 GDM

agcucggucugaggUcccuc 9 1 GDM

agcucggucugaggUcccuc 9 1 GDM

agcucggulugaggccccuc. . . - 6 1 GDM

agcuUggucugaggccccuc 13 1 GDM




hsa-miR-423-3p

hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

.................................................... ageucggucugaggUCCCUC. . v v e e ce e ieceameme s 9 1 GDM
.................................................... agecucggucugagCCCCCUC. v v v v v e e e s 1 GDM
.................................................... aCcucgguUCUGAgYCCCCUC - - - - v e e mmeee e eeam m s 1 GDM
.................................................... agCcuCgguUCUgaggCCCCUA. . . .ot i e e ieceanann s 262 1 GDM
2 1 GDM

49 1 GDM

11 1 GDM

1 GDM

2 1 GDM

17 1 GDM

3 1 GDM

6 1 GDM

28 1 GDM

9 1 GDM

8 1 GDM

7 1 GDM

8 1 GDM

3 1 GDM

2 1 GDM

17 1 GDM

28 1 GDM

9 1 GDM

1 GDM

18 1 GDM
.................................................... AgCuUCYgUCUGAJQYCCCCUC -« - w v e e e we e e e mmmme s 8582 0 GDM
3 1 GDM

17 1 GDM

12 1 GDM

34 1 GDM

5 1 GDM

38 1 GDM

9 1 GDM

2 1 GDM

113 1 GDM

12 1 GDM

9 1 GDM

agCUCYQUCUGAQQYCCCCACA. - - v c v v mwememmmmmne s 9 1 GDM
aACUCgQUCUJAJYCCCCUCA . « v v v v v e e e e e e e e 9 1 GDM
AgCUCYQUCUAAQYCCCCUCA . = - - - v e e e meee e eeem m e 12 1 GDM
agcucggucugUgQgCCCCUCA. -« v e v e e e e memmmmmme s 13 1 GDM
aACUCgQUCUJAJYCCCCUCA . « v v v v v e e e e e e e e 9 1 GDM
agecucggucugaggecCClCa. - o v v vw e e me e e e a s 39 1 GDM
agcGCgguUCUgagQgCCCCUCA. - m v mvwmwe e e e mmmme s 2 1 GDM
agCcuUCggGCUGAYYCCCCUCA . = - - - v w e e mee e e meeamm s 1 GDM
AgCUCYQUCUGAYYCACCUCA . = - - - v e e e meee e eeamm e 1 GDM
agcucggucugaggccccuAa 3 1 GDM
agcucggucuAaggccccuca. - - 12 1 GDM
agcucggucugagAccccuca 4 1 GDM
agcucggucugaggccAcuca 3 1 GDM
agcucggGecugaggccccuca 1 GDM
Cgcucggucugaggccccuca 4 1 GDM
agcucAgucugaggccccuca. . - 27 1 GDM
agcucggucugaggccccuAa 3 1 GDM
ageucggucugagCCCCCUCaA. - - - vw e e m e e e meae m e 21 1 GDM
agcGCgguUCUgagQgCCCCUCA. - m v mvemwmme e e mmmme s 2 1 GDM
AgCUCYQUCUGAYYCCCCUCA . = - - - v e e e mee e e meeamm s 8764 0 GDM
ageucggucugagCCCCCUCaA. - - - vw e e m e e e meae m e 21 1 GDM
agGuCcgguCUgAgYCCCCUCA . - « - v e v e v m e e e m e e m e s 1 GDM
AgCUCYQUAUQGAYYCCCCUCA . = - - - v e e e mee e e memamm e 2 1 GDM
agecucgguUCUgCYYCCCCUCA . - - - - v e e e i ee e e eea e m e 12 1 GDM
agcucggucugaggecUCuCa. - v e vecw e cecieana s 14 1 GDM
agcucggucugaAgccccuca 5 1 GDM
agcucggucugaggccccula. . . 16 1 GDM
agcucggucuguggccccuca 13 1 GDM
agcucggucugaAgccccuca 5 1 GDM
agcucggucugaggUcccuca 16 1 GDM
aUcucggucugaggccccuca 32 1 GDM
agcuUggucugaggccccuca. . . 17 1 GDM
agcucggulugaggccccuca 9 1 GDM




hsa-miR-423-3p
hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

.................................................... agcCcgguCUgaggCCCCUCaA. - m v e vm e meme e e mmmne s 51 1 GDM
.................................................... agCuUCgAUCUJAJYCCCCUCA . « v v v v v e e e e e e as 13 1 GDM
.................................................... agcucggucugaggecccucU. ..ol i oo 90 1 GDM
.................................................... agcucgguCcugaggCCCCUCG. - v i ve e e e me e e e menn s 113 1 GDM
44 1 GDM

27 1 GDM

5 1 GDM

17 1 GDM

7 1 GDM

1 GDM

14 1 GDM

59 1 GDM

16 1 GDM

13 1 GDM

12 1 GDM

UgcucgguCugaggCCCCUCA. - v c v v e wemm e e mmm e s 16 1 GDM
agcucggucugaggcUcCuca. -« o vw e i ieeac i a s 12 1 GDM
agCcuCgguUCUgaggGCCCUCA . - - - - v v e e i ee e e eam m e 3 1 GDM
agcucggCcugaggccccuca 59 1 GDM
agcucggucugaggccccuca. - - 8764 0 GDM
agcucgAucugaggccccuca 13 1 GDM
agcucggucugaggecCeClea. v o v mnan i e e e e e an s 1 GDM
agAuUCggUCUJAJYCCCCUCA . « v v v v v e e e e e e e as 3 1 GDM
agcucggucugaggcUccuca. - - oo vv i i ie i a i ot 12 1 GDM
ageucggucugaCygCCCCUCA. - -« v v v e cm e e m e mmmamm s 2 1 GDM
AgCUCYQUCUGAYYCCCCUCA . = - - - v w e e mee e e meeemm s 8764 0 GDM
agecucggucugagguUCCCUCa. - - v v e e cee e e meeae m s 16 1 GDM
agcuCcgguGUQgaggCCCCUCA. - - v e v e mw e m e e e mmmme s 1 1 GDM
GQgCUCYQUCUGAYYCCCCUCA . = - - - v w e e mee e e meeemm s 44 1 GDM
agcucggucugaggccUcuca 14 1 GDM
Ggcucggucugaggccccuca. . - 44 1 GDM
agcucggucugagUccccuca 1 1 GDM
agcucggucugaggcUccuca 12 1 GDM
agcucggAcugaggccccuca 9 1 GDM
agcuUggucugaggccccuca 17 1 GDM
agcucggucugagAccccuca. - - 4 1 GDM
agcucggucugaggccccucC 12 1 GDM
agcucggucugaggcccluCa. .o v v v v v innnnnnnn 7 1 GDM
alcucgguCugaggCCCCUCA . - - - - v v e cmeee e eeam m s 32 1 GDM
agCuUCggUCUGAgQYCCACUCA. - - v s e e wememmmmmme s 3 1 GDM
agcucgguCUgAaggACCCUCA . « v v v v v e e e e e e s 4 1 GDM
agecucgguCuUgaggCCCCUCG. - o v v i i i e e e i e e e a s 113 1 GDM
agecucggucugaUgCCCCUCA. - -« v v v e e mme e e mmmamm s 2 1 GDM
agecucggulugaggCCCCUCA. « v v v v v v e e e e s 9 1 GDM
alcucgguCugaggCCCCUCA . - - - - v v e c s ee e e meea e m s 32 1 GDM
agcucggucugGggeccccuca 49 1 GDM
agcucggucugagAccccuca. . . 1 GDM
agcucgUucugaggccccuca 1 GDM
agcAcggucugaggccccuca 3 1 GDM
agUucggucugaggccccuca 12 1 GDM
agcucggucugaggccccucl 90 1 GDM
agUucggucugaggccccuca. . - 12 1 GDM
agcucggucugagCccccuca 21 1 GDM
AgCUCYQUCUQGYYCCCCUCA . = - - - v e e e e ee e meme e m s 49 1 GDM
agecucggucugaggeceClla. o vv e e cn e mn e e ana s 39 1 GDM
CgcucgguCuUgaggCCCCUCA. « v v v v v v e e e e e e e e s 1 GDM
AgCUCYYACUGAYYCCCCUCA . = - - - v e e e mee e meeem m e 9 1 GDM
agcucggucugCggCCCCUCA. - m v a v m e w e mem e mmeme s 12 1 GDM
agCUAQQUCUJAJYCCCCUCA . « v v v v v e e e e e e e as 5 1 GDM
agcCcgguCUgAgYCCCCUCA . = - - - v e e e mee e e memem m s 51 1 GDM
agcCcgguCUgaggCCCCUCA. - m v e v wmm e m e e e mmmme s 51 1 GDM
agcucggucugalgccccuca 2 1 GDM
agcucggucugaggccccucU. . . 90 1 GDM
agcucggucuguggccccuca 13 1 GDM
agcucggCcugaggccccuca 59 1 GDM
agUucggucugaggccccuca 12 1 GDM
agcucggucugGggeccccuca 49 1 GDM
agcucggucugaggccccAca. . . 9 1 GDM
agcucggucugaggcGeecuca 1 GDM




hsa-miR-423-3p
hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

3 1 GDM

39 1 GDM

16 1 GDM

4 1 GDM

12 1 GDM

27 1 GDM

9 1 GDM

1 GDM

8 1 GDM

11 1 GDM

2 1 GDM

1 1 GDM

7 1 GDM

4 1 GDM

5 1 GDM

agcucggucugaggeceCClag. v vmmmemv e e annnn- 2 1 GDM
UgcucggucugaggeCCCuCag- - -« cac e e mmemmaaamn s 3 1 GDM
AgCUCAQUCUQJAYYCCCCUCAT - - - - v v e e mww e e mmmem m s 5 1 GDM
agcucggucugaggccccCecag 2 1 GDM
agcuGggucugaggccccucag.- - 2 1 GDM
agcucggAcugaggccccucag 2 1 GDM
agcCcggucugaggCCCCUCAg - - v a v mmm e m e e e mwmmn s 3 1 GDM
agCcuCgguUCUgaggCCCCUCGg - - - m v v e e i ee e e meeae m e 11 1 GDM
agcucggucugaggecccucal. o ..o oo i i i aan o 12 1 GDM
agCUCAQUCUGAgQYCCCCUCAg - - v m v v mw e mmmmmmmmmn s 5 1 GDM
agCcuAggUCUgAgYCCCCUCAT - « v v v v s e e e e e e e e m e w e s 1 1 GDM
ageucggCcugaggCCCCUCAT - - - - v v e mm e e e e eme e m e 5 1 GDM
alcucggucugaggCCCCUCAg - - v a v v mw e m e e e mmmmn s 2 1 GDM
agcucggucugaggccccuclUg. - - cvwi i i i i i ot 2 1 GDM
aUcucggucugaggccccucag 2 1 GDM
agcucggucugaggccclucag. - 2 1 GDM
agcucggucuAaggccccucag 1 1 GDM
ageucgguulugaggCCCCUCAT - - - - v v e cm e e e e eee e m s 1 1 GDM
____________________ 2 1 GDM

58 1 GDM

4 1 GDM

5 1 GDM

AgCUCYQUCUGAYYCCCCUCAT - - - -« w e m e e e e meme e m s 1284 0 GDM
ageucggucugUggCCCCUCAT - - - - v v e cmee e e e e e m s 1 GDM
agculggucugaggCCCCUCAg - - v a v v mw e mmm e mmmms s 1 1 GDM
agCUCgQUCUGGYYCCCCUCAT - - - -« w e m e e e e meme e m e 8 1 GDM
agcCcgguCuUgaggCCCCUCAT - - - - v v e m s e e e e e ee e m e 3 1 GDM
UgcucggucugaggCCCCUCAG - v - v v a v e m e e e e m e mem s 3 1 GDM
agcucggucugaggecccucal. o ov e i oo e i i i 12 1 GDM
agcucggucugaggeccculag. - - - vv i i iee i i i e an ot 18 1 GDM
agcucggucGgaggccccucag 1 GDM
agcucggucuguggccccucag. . 1 GDM
agcucggucugCggccccucag 1 GDM
7 1 GDM

58 1 GDM

58 1 GDM

9 1 GDM

AgCUCYQUCUGAYYCCCCUCAT - - - -« w e m e e e e meme e m s 1284 0 GDM
ageucggCcugaggCCCCUCAT - - - - v v e cm e e e e eme e m e 5 1 GDM
agcucggucugaggeccculag. - - vv i i innaainnan 18 1 GDM
agcucgguCUgAAJCCCCUCAT - « « v v v v e e s e e e e e e e e 1 GDM
agcucggucugaggcUccucag - - -« v v e e ivmacinan o 2 1 GDM
agcucUgucugaggecCCCUCaAg . « - v c v m v m e e e m e e mn - 1 GDM
agcucggucugaggcccculag. - vv v v i 18 1 GDM
agCuUCggUCUGAYYCCCCUCAT - - - - v e e m e e e e e me e m e 1284 0 GDM
agcuCgguCuUgaggCCCCUAAD - - v c v v e wemem e mmmme s 2 1 GDM
agcucggucugaggccccuclg 2 1 GDM
agcucggucugaggcccuucag. - 2 1 GDM
agcucggucugaggccccucal 12 1 GDM
agcucggucugaggccccAcag 1 1 GDM
agcucgAucugaggccccucag 1 GDM
agcCcggucugaggccccucag 1 GDM
agcucggucugagUccccucag. . 1 GDM
agcucggucugaggccccucGg 11 1 GDM




hsa-miR-423-3p
hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

4 1 GDM

22 1 GDM

16 1 GDM

59 1 GDM

27 1 GDM

22 1 GDM

40 1 GDM

10 1 GDM

3 1 GDM

36 1 GDM

64 1 GDM

6 1 GDM

27 1 GDM

1 GDM

3 1 GDM

agcucggucugalgcCeCuCagU . - v v c v c e e e e e e m e - 1 GDM
agcucggucugaggecccucalu. - o v v e o i ie i i i inan o 6 1 GDM
UgcucggucugaggeCCCUCAgU - v v m v we e meee e e n 23 1 GDM
agcucggucugGggccccucagu 72 1 GDM
agcucggucugaggcAccucagu. . 1 GDM
agcucggucugaggccccucCgu 7 1 GDM
agcCcggucugaggCCCCUCAGU - - v v v mc v we e e mmw e m m s 31 1 GDM
agcucggucugaggcccCuCagB. - - v v e c i emacm e e m s 59 1 GDM
aCcucggucugaggCCCCUCAGU - - - v v e cmee e me e am m s 3 1 GDM
agcucggucugaggecccllagu. - vvw e e vve e e mnnan 54 1 GDM
agcucggucugaggeCACCUCAGU . . v v v v v e e e e e e e e s 5 1 GDM
agcCcggucugaggCCCCUCAQU - - - v v e e me e e e e e m s 31 1 GDM
agCuUCggUCUGAAJCCCCUCAGU - - « v v e e s we e e mwamm s 7 1 GDM
agcucggucugUggeCCCuCagU. v v v v v v v e e e e e e 10 1 GDM
agcucggucCgaggccccucagu 49 1 GDM
agcucggAcugaggccccucagu. - 7 1 GDM
aUcucggucugaggccccucagu 16 1 GDM
aAcucggucugaggccccucagu 16 1 GDM
agcucggucuAaggccccucagu 11 1 GDM
agAucggucugaggccccucagu 10 1 GDM
agcucggucugaggccccucGgu. - 36 1 GDM
agcucggucugGggccccucagu 72 1 GDM
agecucggucugaggeCCCACAgU. v v v v v e e e e e s 9 1 GDM
agecucggucugaggCCCCUuCagA . - - v v e i i e e e i e e e o s 2496 1 GDM
agecucggucugaggcGeCuCagu. - v v e e e v v e e e menannn 1 1 GDM
agcucggulugaggCCCCUCaQU. . v v v v v v v v e e e e e e 15 1 GDM
agcucggucugaggccclucagu. - - v v e o i veacieean o 10 1 GDM
agcucggucugaggececucagt. - vvw e i i nnna i nnann s 59 1 GDM
agCACgQUCUGAgYCCCCUCAGU - - -« v e o mee e e eee e m s 22 1 GDM
agcucggucugaggecUcucagu. - - v v e i i venc i nan ot 22 1 GDM
agcucgUucugaggccccucagu 1 GDM
Cgcucggucugaggccccucagu. . 4 1 GDM
agcuUggucugaggccccucagu 22 1 GDM
agcucggucugCggccccucagu 7 1 GDM
agcucUgucugaggccccucagu 1 GDM
agcucggucugaggccccGeagu 6 1 GDM
agcucggucugaggccccucaAu. - 10 1 GDM
agcucggCcugaggccccucagu 59 1 GDM
agcucggucugaggeccculagu. - - v v i i i e i i i e an ot 40 1 GDM
agecucggucugagUCCCCUCAgU - - v v v e e v we e mmeeam m s 3 1 GDM
agcucggucugaggccUcucagu. - - v v e o i vee e menanan 22 1 GDM
AaACUCQQUCUGAgYCCCCUCAGU - - - v v e e e e e e mema e m e 16 1 GDM
ageucggulugaggCCCCUCAGU - - v v v e c v e e e e mmeam m s 15 1 GDM
agcucggucugaggclccucagu. .« v v v v v v v nnnnnnnnn 15 1 GDM
agCcuCgguUCUgGYQCCCCUCAGU - - - v v e e e e e e e e e m s 72 1 GDM
agcucUgucugaggCCCCUCAGU - -« v v e c v we e e mmmamm s 5 1 GDM
agcucggucugaggcUccucagu 15 1 GDM
agcucggucugaggccAcucagu. - 4 1 GDM
agcucggucugaggUcccucagu 17 1 GDM
agcuAggucugaggccccucagu 4 1 GDM
agcucggucuguggccccucagu 10 1 GDM
agcucggucuguggccccucagu 10 1 GDM
agcucgguAugaggccccucagu. . 1 1 GDM
agcucgAucugaggccccucagu 10 1 GDM




hsa-miR-423-3p
hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

.................................................... agcucggucugaggecccucagC. oo vw i veie e e anann s 671 1 GDM
.................................................... agAuCcggucugaggCCCCUCAGU . « v v v v v v e e e e e e e e e s 10 1 GDM
.................................................... agcucggucugaggecccucagC. - - vv i i i e i i i ean ot 671 1 GDM
4 1 GDM

9 1 GDM

54 1 GDM

1 1 GDM

16 1 GDM

31 1 GDM

7 1 GDM

11 1 GDM

4 1 GDM

3 1 GDM

54 1 GDM

23 1 GDM

ageucggulugaggCCCCUCAGU - - v v v e s s we e e mmmam m s 15 1 GDM
agcucggucugCggeCCCUCAGU . v v v v v v v v e e e e e e e s 7 1 GDM
GgCUCggUCUGAgYCCCCUCAGU - - - v v e e e e e e e e m e 64 1 GDM
Ggcucggucugaggccccucagu 64 1 GDM
agcucggucugaggcccUucagu. . 10 1 GDM
agcucggucugagCccccucagu 1 1 GDM
agcucggucugaggecccucagl. - vvw i i inn i i innanan 671 1 GDM
agcucggucuAaggCCCCUCAGU . « v v v v v v v e e e e e e e s 11 1 GDM
agCcuCgguUCUgaggCCCCUCAGU - - - v v e e s e e e e e e e e m s 10338 0 GDM
agcucggucugaggucccucagu. - v v v e e i ven e mnnan s 17 1 GDM
agcucggucugagACCCCUCAGU . « v v v v v v v e e e e e e e s 8 1 GDM
aglucggucugaggCCCCUCAQU - - - v v e cm v e e e mee e e m s 11 1 GDM
agCcuCgguUCUgaggACCCUCAgU - v - v v c v e e e mmmmwmme e 3 1 GDM
agcucggucugaggccclucagu. . vv v v v v v nnnnnnn 10 1 GDM
agcucggucugaggccccGeagu 6 1 GDM
agcucgAucugaggccccucagu. - 10 1 GDM
agcucggucugaggccccucalu 6 1 GDM
agcucggucuAaggccccucagu 11 1 GDM
agAucggucugaggccccucagu 10 1 GDM
agcucggucugaggccccucaAu 10 1 GDM
Ugcucggucugaggccccucagu - . 23 1 GDM
agcucggucugaggccccuAagu 5 1 GDM
agcuCcgguCuUgaggCCClUCAQU - - - v v e o me e e e mee e e m s 1 GDM
agcucggucugaggclccucagu. - - v v e i i ven i i ean ot 15 1 GDM
agcuCcgguCUgaggCCCCUCAGU - - « v v e s s e e e e mmmam m s 10338 0 GDM
agcuAggucugaggCCCCUCAQU . « v v v v v v v e e e e e e e e s 4 1 GDM
agCACggUCUGAgYCCCCUCAGU - - - v v e o e e e e e e e m s 22 1 GDM
agcucggucugaggecccucUgu. - vw e it e i i i e e a 9 1 GDM
agcucggucCgaggeCCCUCAGU . « v v v v v v v e e e e a e 49 1 GDM
AaACUCQQUCUGAQgYCCCCUCAGU - - - v v e e e e e em e m s 16 1 GDM
agcucggucugaggccccucugu 9 1 GDM
agcucggucugagAccccucagu. . 8 1 GDM
agcucggucugaggccccucagA 2496 1 GDM
agcucggucugaggUcccucagu 17 1 GDM
agcucggAcugaggccccucagu 7 1 GDM
agcucggucugaAgccccucagu 7 1 GDM
agcucggucugagAccccucagu. - 1 GDM
agcucggCcugaggccccucagu 59 1 GDM
agecucggCcugaggCCCCUCAGU - - - v v e e mee e e mee e m e 59 1 GDM
aCcucggucugaggCCCCUCAGU - -« v v e s s we e e mmmam m s 3 1 GDM
agcucgAuCuUgaggCCCCUCAQU . « v v v v v v v e e e e e e e s 10 1 GDM
agCUCYgUCUGAAJCCCCUCAGU - - - v v e e e e e eeam m s 7 1 GDM
agCUCAQUCUGagQgCCCCUCAGU - v - v v a v e mwmmmmwmme s 27 1 GDM
agcuGgguCUgaggCCCCUCAGU - - - v v e m o we e eee e m s 1 1 GDM
ageucggucCgaggCCCCUCAQU - - - v v e e mwe e e ee e m s 49 1 GDM
2496 1 GDM

10338 0 GDM

36 1 GDM

7 1 GDM

9 1 GDM

2 1 GDM

93 0 GDM

1 1 GDM

359 1 GDM
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auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge

.................................................... agcucgguCugaggCACCUCAQUC. - v v c v e e e e e mwmme s 1 1 GDM
.................................................... agCcuCgguUCUgaggCCCCUCAQUC - -« w o e e e e e ea e m s 93 0 GDM
.................................................... ageucggucugCggeCCCUCAQUC - - v v v o i ve e e e e e o e 1 1 GDM
.................................................... agcucgguCugaggCCCCUCAQUC. - v v a v e m v e mmm e m e n 93 0 GDM
.................................................... agcucggucugaggCCCCUCGQUC - - v v oo i v e e e iee e e o s 1 1 GDM
.................................................... agcucggucugaggecccucaguU. - ..o oo i e i i i e oo o 1082 1 GDM
.................................................... agcucggucugaggecccucaguG. - v a v e cv e e anann s 359 1 GDM
.................................................... agcucggucugaggecccucagul. - v o i i i ie i i i e an ot 1082 1 GDM
.................................................... agcucggucugaggccccucaguG. - v v o i i ve i i i e an o 359 1 GDM
.................................................... agcucggucugaggccccucagul. v v i i i n i e 1082 1 GDM
1 1 GDM

1 1 GDM

51 1 GDM

51 1 GDM

1 GDM

8 1 GDM

51 1 GDM

8 1 GDM

15 1 GDM

15 1 GDM

15 1 GDM

1 GDM

2 0 GDM

2 0 GDM

2 1 GDM

99 0 GDM

1 1 GDM

1 1 GDM

15 1 GDM

15 1 GDM

99 0 GDM

1 1 GDM

99 0 GDM

1 1 GDM

1 1 GDM

121 0 GDM

2 1 GDM

3 1 GDM

3 1 GDM

1 1 GDM

1 1 GDM

1 1 GDM

2 1 GDM

121 0 GDM

1 1 GDM

121 0 GDM

29 0 GDM

29 0 GDM

29 0 GDM

1 1 GDM

1 1 GDM

gcucggucugaggccccucaA. . 1 1 GDM

gcGecggucugaggecccucagu 1 1 GDM

gcuCcggucugaggCCCCUCagA . - - - v v v e i cma e c e me e 28 1 GDM

gcucggucugaggeccccucagA. - .o ve i v i ii i e a s 28 1 GDM

gCcuUCgguUCUgAQYCCCCUCAGU - - - -« v a o o mw e e e e 111 0 GDM

gcuCgguCUgaggCCCCUCGOU - - - - v v v e i we e e m e e 2 1 GDM
..................................................... ACuUCggUCUgagYCCCCUCAGU . -« v s v e m e e e mmmem s 1 1 GDM
..................................................... gCcucAgUCUgAgYCCCCUCAGU . « v v v v v v e e e e e e e e e e s 1 1 GDM
4 1 GDM

4 1 GDM

3 1 GDM

111 0 GDM

1 1 GDM

111 0 GDM

28 1 GDM

3 1 GDM

1 GDM

5 1 GDM




hsa-miR-423-3p
hsa-miR-423-5p

auaaaggaaguuaggcugaggggcagagagcgagacuuuucuauuuuccaaaagcucggucugaggccccucagucuugcuuccuaacccgcge
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GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM



