
miRBase precursor : hsa-mir-421
Total read count : 159
hsa-miR-421 read count : 159
remaining reads : 0
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gcacauuguaggccucauuaaauguuuguugaaugaaaaaaugaaucaucaacagacauuaauugggcgccugcucugugaucuc -3'5'- exp

.((((..((((((((((...((((((((((((.(((.........)))))))))))))))...)))).))))))..))))..... reads mm sample

...............................................aucaacagacauuaauugggc................. 1 0 Z3_

...............................................aucaacagacauuaauugggcg................ 4 0 Z3_

...............................................aucaacagacauuaauugggcgU............... 1 1 Z3_

...............................................aucaacagacauuaauugggcgc............... 5 0 Z3_

...............................................aucaacagacauuaauugggcgcA.............. 7 1 Z3_

................................................ucaacagacauuaauugggcgU............... 1 1 Z3_

...............................................aucaacagacauuaauugggcg................ 3 0 Z1_

...............................................aucaacagGcauuaauugggcg................ 1 1 Z1_

...............................................aucaacagacauuaauugggcgU............... 3 1 Z1_

...............................................aucaacagacauuaauugggcgcU.............. 1 1 Z1_

...............................................aucaacagacauuaauugggcgcA.............. 2 1 Z1_

...............................................aucaacagacauuaauugggcgcc.............. 1 0 Z1_

...............................................aucaacagacauuaauugggcgcG.............. 1 1 Z1_

................................................ucaacagacauuaauugggcgU............... 2 1 Z1_

..................................................aacagacauuaauugggcgccugA........... 2 1 Z1_

...................................................acagacauuaauugggcgccugA........... 1 1 Z1_

...............................................aucaacCgacauuaauuggg.................. 1 1 Z2_

...............................................aucaacagacauuaauugggU................. 1 1 Z2_

...............................................aucaacagacauuaauugggc................. 12 0 Z2_

...............................................aucaacagacauuaauugggcg................ 5 0 Z2_

...............................................aucaacagacauuaauugggcgU............... 3 1 Z2_

...............................................aucaacagacauuaauugggcgc............... 2 0 Z2_

...............................................aucaacagacauuaauugggcgcA.............. 13 1 Z2_

...............................................aucaacagacauuaauugggcgcU.............. 2 1 Z2_

................................................ucaacagacauuaauugggcgcAu............. 2 1 Z2_

...............................................aucaacagacauuaauugggc................. 18 0 GDM

...............................................aucaacagacauuaauugggc................. 18 0 GDM

...............................................aucaacagaUauuaauugggc................. 1 1 GDM

...............................................aucaacagacauuaauugggc................. 18 0 GDM

...............................................aucaacagacauuaauugggU................. 3 1 GDM

...............................................aucaacagacauuaauugggU................. 3 1 GDM

...............................................aucaacagacauuaauugggcA................ 3 1 GDM



gcacauuguaggccucauuaaauguuuguugaaugaaaaaaugaaucaucaacagacauuaauugggcgccugcucugugaucuc

hsa-miR-421

...............................................aucaacagacauuaauugggcg................ 23 0 GDM

...............................................aucaacagacauuaauugggcA................ 3 1 GDM

...............................................aucaacagacauuaauugggcA................ 3 1 GDM

...............................................aucaacagacauuaauugggcg................ 23 0 GDM

...............................................aucaacagacauuaauugggcg................ 23 0 GDM

...............................................aucaacagacauuaauugggcgU............... 22 1 GDM

...............................................aucaacagacauuaauugggcgA............... 1 1 GDM

...............................................aucaacagacauuaauugggcgc............... 3 0 GDM

...............................................aucaacagacauuaauugggcgU............... 22 1 GDM

...............................................aucaacagacauuaauugggcgU............... 22 1 GDM

...............................................aucaacagacauuaauugggcgcU.............. 1 1 GDM

...............................................aucaacagacauuaauugggcgcA.............. 2 1 GDM

...............................................aucaacagacauuaauugggcgcA.............. 2 1 GDM

................................................ucaacagacauuaauugggc................. 1 0 GDM

................................................ucaacagacauuaauugggU................. 1 1 GDM

...................................................acagacauuaauugggcgccugGu.......... 3 1 GDM


