
miRBase precursor : hsa-mir-3928
Total read count : 121
hsa-miR-3928-5p read count: 0
hsa-miR-3928-3p read count: 121
remaining reads : 0
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gcugaagcucuaagguuccgccugcgggcaggaagcggaggaaccuuggagcuucggc -3'5'- exp

(((((((((((((((((((..((((.........)))).))))))))))))))))))) reads mm sample

....................................ggaggaaccuuggagcuucgA. 3 1 Z3_

....................................ggaggaaccuuggagcuucgg. 2 0 Z3_

....................................ggaggaaccuuggagcuucggU 1 1 Z3_

....................................ggaggaaccuuggagcuucggc 1 0 Z3_

....................................ggaggaaccuCggagcuucggc 1 1 Z3_

......................................aggaaccuuggagcuucggc 1 0 Z3_

....................................ggaggaaccuuggagcuuU... 2 1 GDM

....................................ggaggaaccuuggagcuucA.. 3 1 GDM

....................................ggaggaaccuuggagcuucA.. 3 1 GDM

....................................ggaggaaccuuggagcuucg.. 7 0 GDM

....................................ggaggaaccuuggagcuucg.. 7 0 GDM

....................................ggaggaaccuuggagcuucgg. 7 0 GDM

....................................ggaggaaccuuggagcuucgg. 7 0 GDM

....................................ggaggaaccuuggagcuucgA. 4 1 GDM

....................................ggaggaaccuuggagcuucgg. 7 0 GDM

....................................ggaggaaccuuggagcuucgA. 4 1 GDM

....................................ggaggaaccuuggagcuucggU 11 1 GDM

....................................ggaggaaccuuggagcuucggA 9 1 GDM

....................................ggaggaaccuuggagcuucggU 11 1 GDM

....................................ggaggaaccuuggagcuucggc 2 0 GDM

....................................ggaggaaccuuggagcuucggA 9 1 GDM

....................................ggaggaaccuuggagcuucggc 2 0 GDM

....................................ggaggaaccuuggagcuucggU 11 1 GDM

....................................ggaggaaccuuggagcuucggA 9 1 GDM

......................................aggaaccuuggagcuucggc 1 0 GDM

....................................ggaggaGccuuggagcuucgg. 1 1 Z2_

....................................ggaggaaccuuggagcuucgg. 8 0 Z2_

....................................ggaggaaccuuggagcuucggc 2 0 Z2_

....................................ggaggaaccuuggagcuucggU 3 1 Z2_

.....................................gaggaaccuuggagcuucgg. 1 0 Z2_

.....................................gaggaaccuuggagcuucggA 1 1 Z2_

....................................ggaggaaccuuggagcuucg.. 5 0 Z1_



gcugaagcucuaagguuccgccugcgggcaggaagcggaggaaccuuggagcuucggc

hsa-miR-3928-5p

hsa-miR-3928-3p

....................................ggaggaaccuuggagcuucA.. 1 1 Z1_

....................................ggaggaaccCuggagcuucg.. 1 1 Z1_

....................................ggaggaaccuuggagcuucgA. 5 1 Z1_

....................................ggaggaaccuuggagcuucgU. 1 1 Z1_

....................................ggaggaaccuuggagcuucgg. 15 0 Z1_

....................................ggaggaaccuuggagcuucggA 6 1 Z1_

....................................ggaggaaccuuggagcuucggU 13 1 Z1_

....................................ggaggaaccuuggagcuucggc 3 0 Z1_


