
miRBase precursor : hsa-mir-381
Total read count : 441
hsa-miR-381-5p read count : 0
hsa-miR-381-3p read count : 441
remaining reads : 0
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...............................................auauacaagggcaagcucucugu..... 4 0 Z2_

................................................uauacaagggcaagcucucugC..... 1 1 Z2_

................................................uauacaagggcaagcucucugu..... 51 0 Z2_

................................................uauacaagggcaagcCcucugu..... 2 1 Z2_

................................................uauacaagggcaagcucucugA..... 4 1 Z2_

................................................uauGcaagggcaagcucucugu..... 7 1 Z2_

................................................uauacaagggcaagcucucugC..... 6 1 Z1_

................................................uauacaaggCcaagcucucugu..... 1 1 Z1_

................................................uauacaGgggcaagcucucugu..... 1 1 Z1_

................................................uauGcaagggcaagcucucugu..... 1 1 Z1_

................................................uauacaaggAcaagcucucugu..... 2 1 Z1_

................................................uauacaagggcaagcucucugu..... 54 0 Z1_

...............................................auauacaagggcaagcucucugu..... 2 0 GDM

................................................uauacaagggcaagcucucug...... 1 0 GDM

................................................uauacaagggcaagcucucugu..... 226 0 GDM

................................................uauGcaagggcaagcucucugu..... 5 1 GDM

................................................uauacaGgggcaagcucucugu..... 3 1 GDM

................................................uGuacaagggcaagcucucugu..... 2 1 GDM

................................................uauacGagggcaagcucucugu..... 1 1 GDM

................................................uCuacaagggcaagcucucugu..... 1 1 GDM

................................................uauacaaggAcaagcucucugu..... 7 1 GDM

................................................uauacaGgggcaagcucucugu..... 3 1 GDM

................................................uauacaagggcaagcCcucugu..... 2 1 GDM

................................................uauCcaagggcaagcucucugu..... 2 1 GDM

................................................uauacaagggcaagcucucugC..... 17 1 GDM

................................................uauacaagggcaagcucucCgu..... 1 1 GDM

................................................uauCcaagggcaagcucucugu..... 2 1 GDM

................................................uauacaagggcaagcucucugC..... 17 1 GDM

................................................uauacaagggcaagcucucugC..... 17 1 GDM

................................................uauacaagggcUagcucucugu..... 1 1 GDM

................................................uauGcaagggcaagcucucugu..... 5 1 GDM

................................................uauacaagAgcaagcucucugu..... 1 1 GDM



uacuuaaagcgagguugcccuuuguauauucgguuuauugacauggaauauacaagggcaagcucucugugagua

hsa-miR-381-3p

hsa-miR-381-5p

................................................uauacaagggcaagcucCcugu..... 1 1 GDM

................................................Cauacaagggcaagcucucugu..... 1 1 GDM

................................................uauGcaagggcaagcucucugu..... 5 1 GDM

................................................uauacaagggcaagcucucugu..... 226 0 GDM

................................................uauacaaggAcaagcucucugu..... 7 1 GDM

................................................uauacaagggcaagcucucugu..... 226 0 GDM

.................................................auacaagggcaagcucucugu..... 1 0 GDM

................................................uauacaagggcaagcucucugC..... 1 1 Z3_

................................................uauacaagggcaagcucucugA..... 2 1 Z3_

................................................uauacaagggcaagcucucGgu..... 1 1 Z3_

................................................uauGcaagggcaagcucucugu..... 2 1 Z3_

................................................uauacaaggAcaagcucucugu..... 1 1 Z3_

................................................uauacaagggcaagcucucugu..... 25 0 Z3_


