
miRBase precursor : hsa-mir-379
Total read count : 209
hsa-miR-379-5p read count : 204
hsa-miR-379-3p read count : 5
remaining reads : 0
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.....ugguagacuauggaacguag.......................................... 1 0 Z3_

.....ugguagacuauggaacguagg......................................... 7 0 Z3_

.....ugguagacuauggaacguagA......................................... 2 1 Z3_

.....ugguGgacuauggaacguagg......................................... 1 1 Z3_

.....ugguagacuauggaacgu............................................ 3 0 GDM

.....ugguagacuauggaacgu............................................ 3 0 GDM

.....ugguagacuauggaacguag.......................................... 10 0 GDM

.....ugguagacuauggaacguag.......................................... 10 0 GDM

.....ugguagacuauggaacguag.......................................... 10 0 GDM

.....ugguagacuauggaacguagA......................................... 6 1 GDM

.....ugguagacuauggaacguagU......................................... 1 1 GDM

.....ugguGgacuauggaacguagg......................................... 5 1 GDM

.....ugguagacuauggaGcguagg......................................... 1 1 GDM

.....ugguagacuauggaacguagg......................................... 106 0 GDM

.....ugguagacuauggaacguagA......................................... 6 1 GDM

.....ugguagacuauggaacguagg......................................... 106 0 GDM

.....ugguagacuauggaacguCgg......................................... 1 1 GDM

.....ugguagacuauggaaUguagg......................................... 1 1 GDM

.....ugguagacCauggaacguagg......................................... 2 1 GDM

.....ugguGgacuauggaacguagg......................................... 5 1 GDM

.....ugguagacuauggaacguagg......................................... 106 0 GDM

.....ugguGgacuauggaacguagg......................................... 5 1 GDM

.....ugguagacuauggaacguaggA........................................ 6 1 GDM

.....ugguagacuauggaacguaggc........................................ 1 0 GDM

.....ugguagacuauggaacguaggA........................................ 6 1 GDM

.....ugguagacuauggaacguaggA........................................ 6 1 GDM

.....ugguagacuauggaacguaggU........................................ 7 1 GDM

.....ugguagacuauggaacguaggU........................................ 7 1 GDM

...........................................uauguaacaugguccacuaac... 1 0 GDM

...........................................uauguaacaCgguccacuaacu.. 1 1 GDM

...........................................uauguaacaugguccacuaacA.. 1 1 GDM

.....ugguagacuauggaacguagg......................................... 14 0 Z1_



agagaugguagacuauggaacguaggcguuaugauuucugaccuauguaacaugguccacuaacucu

hsa-miR-379-3p

hsa-miR-379-5p

.....ugguagacuauggaacguagA......................................... 1 1 Z1_

.....ugguGgacuauggaacguagg......................................... 1 1 Z1_

...........................................uauguaacaugguccacuaac... 1 0 Z1_

...........................................uauguaacaugguccacuaacA.. 1 1 Z1_

.....ugguagacuauggaacguag.......................................... 2 0 Z2_

.....ugguGgacuauggaacguagg......................................... 6 1 Z2_

.....Cgguagacuauggaacguagg......................................... 3 1 Z2_

.....ugguagacuauggaacguagA......................................... 1 1 Z2_

.....ugguagacuauggaacguagg......................................... 14 0 Z2_

.....ugguagacuauggaacguaggG........................................ 1 1 Z2_


