
miRBase precursor : hsa-mir-378i
Total read count : 1412
hsa-miR-378i read count : 1412
remaining reads : 0
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gggagcacuggacuaggagucagaagguggaguucugggugcuguuuucccacucuugggcccugggcauguucug -3'5'- exp

.((((((.((..(((((.(((..((((((((((.......)))......)))).))).)))))))).)))))))). reads mm sample

......acuggacuCggagucagaaggu................................................ 1 1 Z3_

......acuggacuUggagucagaaggu................................................ 103 1 Z3_

.......cuggacuUggagucagaaggu................................................ 25 1 Z3_

.......cuggacuUggagucagaaggug............................................... 2 1 Z3_

......acuggacuCggagucagaagg................................................. 1 1 Z2_

......acuggacuUggagucagaaggu................................................ 142 1 Z2_

......acuggacuGggagucagaaggu................................................ 2 1 Z2_

......acuggacuCggagucagaaggu................................................ 1 1 Z2_

.......cuggacuUggagucagaaggu................................................ 26 1 Z2_

.....cacuggacuUggagucagaaggu................................................ 1 1 GDM

......acuggacuCggagucagaagg................................................. 1 1 GDM

......acuggacuaggGgucagaagg................................................. 1 1 GDM

......acuggacuaggagucagaagg................................................. 1 0 GDM

......acuggacuaggagucagaaggC................................................ 1 1 GDM

......acuggacuUggagucagaaggu................................................ 609 1 GDM

......acuggacuUggagucagaaggu................................................ 609 1 GDM

......acuggCcuaggagucagaaggu................................................ 1 1 GDM

......acuggacuUggagucagaaggu................................................ 609 1 GDM

......acuggacuCggagucagaaggu................................................ 1 1 GDM

......acuggacuUggagucagaaggug............................................... 1 1 GDM

.......cuggacuGggagucagaagg................................................. 1 1 GDM

.......cuggacuUggagucagaaggu................................................ 139 1 GDM

.......cuggacuUggagucagaaggu................................................ 139 1 GDM

.......cuggacuUggagucagaaggu................................................ 139 1 GDM

.......cuggacuCggagucagaaggu................................................ 1 1 GDM

......acuggacuCggagucaga.................................................... 1 1 Z1_

......acuggacuGggagucagaagg................................................. 1 1 Z1_

......acuggacuCggagucagaaggu................................................ 1 1 Z1_

......acuggacuaggagucagaaggu................................................ 1 0 Z1_

......acuggacuaggagucagaaggA................................................ 1 1 Z1_

......acuggacuUggagucagaaggu................................................ 302 1 Z1_

......acuggacuUggagucagaaggug............................................... 1 1 Z1_



gggagcacuggacuaggagucagaagguggaguucugggugcuguuuucccacucuugggcccugggcauguucug

hsa-miR-378i

.......cuggacuUggagucagaaggu................................................ 43 1 Z1_


