
miRBase precursor : hsa-mir-378d-2
Total read count : 382
hsa-miR-378d read count : 382
remaining reads : 0
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.....................acuggacuuggagucaga........................................................... 6 0 Z3_

.....................acuggacuuggagucagU........................................................... 1 1 Z3_

.....................acuggacuuggagucagaa.......................................................... 21 0 Z3_

......................cuggacuuggagucagaa.......................................................... 1 0 Z3_

......................cuggacuuggagucagaaaG........................................................ 1 1 Z3_

.....................acuggacuuggagucaga........................................................... 4 0 Z2_

.....................acuggacuuggagucagaa.......................................................... 30 0 Z2_

.....................acuggacuuggagucagaaU......................................................... 1 1 Z2_

.....................acuggacuuggagucagaaGac....................................................... 3 1 Z2_

......................cuggacuuggagucagaaGacu...................................................... 1 1 Z2_

......................cuggacuuggagucagaaaGcu...................................................... 1 1 Z2_

.....................acuggacuuggagucagU........................................................... 1 1 Z1_

.....................acuggacuuggagucaga........................................................... 40 0 Z1_

.....................Ucuggacuuggagucaga........................................................... 1 1 Z1_

.....................acuggacuCggagucaga........................................................... 1 1 Z1_

.....................acuggacuuggagucagaa.......................................................... 50 0 Z1_

.....................Gcuggacuuggagucagaa.......................................................... 1 1 Z1_

.....................acuggacuuggagucagaaa......................................................... 3 0 Z1_

.....................acuggacuuggagucagaaGac....................................................... 2 1 Z1_

.....................acuggacuuggagucagaaGacu...................................................... 3 1 Z1_

.....................acuggacuuggagucagaaaGcu...................................................... 2 1 Z1_

......................cuggacuuggagucagaa.......................................................... 2 0 Z1_

......................cuggacuuggagucagaaGac....................................................... 2 1 Z1_

....................cacuggacuuggagucaga........................................................... 2 0 GDM

.....................acuggacuuggagucaga........................................................... 80 0 GDM

.....................acuggacCuggagucaga........................................................... 1 1 GDM

.....................acuggacuuggagucaga........................................................... 80 0 GDM

.....................acuggacuuggaguUaga........................................................... 3 1 GDM

.....................acuggacuuggagucaAa........................................................... 1 1 GDM

.....................acuggacGuggagucaga........................................................... 1 1 GDM

.....................acuggacuuggagucaga........................................................... 80 0 GDM

.....................acuggacuuggagucagaa.......................................................... 81 0 GDM



gaaugguuacaaggagagaacacuggacuuggagucagaaaacuuucauccaagucauucccugcucuaagucccauuucuguuccaugagauuguuu

hsa-miR-378d

.....................acuggacuuggagucagaa.......................................................... 81 0 GDM

.....................acuggacuuggagucGgaa.......................................................... 1 1 GDM

.....................acAggacuuggagucagaa.......................................................... 1 1 GDM

.....................acuggacuuggagucagaU.......................................................... 3 1 GDM

.....................acuggacuuggagucagaa.......................................................... 81 0 GDM

.....................acuggacuuggagAcagaa.......................................................... 1 1 GDM

.....................acuggacCuggagucagaa.......................................................... 1 1 GDM

.....................acuggacuuggagucagaU.......................................................... 3 1 GDM

.....................acuggacuuggagucagaaaGc....................................................... 7 1 GDM

.....................acuggacuuggagucagaaGac....................................................... 5 1 GDM

.....................acuggacuuggagucagaaGac....................................................... 5 1 GDM

.....................acuggacuuggagucagaaaGc....................................................... 7 1 GDM

.....................acuggacuuggagucagaaaGc....................................................... 7 1 GDM

......................cuggacuuggaUucagaa.......................................................... 1 1 GDM

......................cuggacuuggagucagaa.......................................................... 14 0 GDM

......................cuggacuuggagucagaa.......................................................... 14 0 GDM

......................cuggacuuggagucagaaGac....................................................... 1 1 GDM


