
miRBase precursor : hsa-mir-375
Total read count : 237
hsa-miR-375-5p read count : 0
hsa-miR-375-3p read count : 237
remaining reads : 0
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ccccgcgacgagccccucgcacaaaccggaccugagcguuuuguucguucggcucgcgugaggc -3'5'- exp

.((((((.((((((...((.(((((.((........)).))))).))...)))))))))).)). reads mm sample

......................................uuuuguucguucggcucgcguA.... 1 1 Z2_

......................................uuuuguucguucggcucgcgug.... 7 0 Z2_

.......................................uuuguucguucggcucgcg...... 1 0 Z2_

.......................................uuuguucguucggcucgcgu..... 1 0 Z2_

.......................................uuuguucguucggcucgAgu..... 2 1 Z2_

.......................................uuuguucguucggcucgcgug.... 9 0 Z2_

.......................................uuuguucgCucggcucgcguga... 1 1 Z2_

.......................................uuuguucguucggcucgcguga... 17 0 Z2_

.......................................uuuguucguucggcucgcgugU... 5 1 Z2_

.......................................uuuguucguucggcucgcgugaU.. 4 1 Z2_

......................................uuuuguucguucggcucgcgugU... 3 1 Z1_

.......................................uuuguucguucggcucgcgug.... 7 0 Z1_

.......................................uuuguucguucggcucgcgAg.... 1 1 Z1_

.......................................uuuguucguucggcucgcguA.... 1 1 Z1_

.......................................uuuguucguucggcucgcgugU... 3 1 Z1_

.......................................uuuguucguucggcucgcguga... 21 0 Z1_

.......................................uuuguucguucggcucgcgugagC. 1 1 Z1_

.......................................uuuguucguucggcucgcgugagA. 4 1 Z1_

.......................................uuuguucguucggcucgcgugagU. 3 1 Z1_

......................................uuuuguucguucggcucgcguga... 3 0 GDM

.......................................uuuguucguucggcucgc....... 1 0 GDM

.......................................uuuguGcguucggcucgcg...... 1 1 GDM

.......................................uuuguucguucggcucgAgu..... 3 1 GDM

.......................................uuuguucguucggcucgcgug.... 26 0 GDM

.......................................uuuguucguucggcucgcgGg.... 2 1 GDM

.......................................uuuguucguCcggcucgcgug.... 1 1 GDM

.......................................uuuguucguucggcucgcgug.... 26 0 GDM

.......................................uCuguucguucggcucgcgug.... 2 1 GDM

.......................................uuuguucguucggcucgcguA.... 1 1 GDM

.......................................uuuguucguucggcucgcgug.... 26 0 GDM

.......................................uuuguucguucggcucgcguU.... 2 1 GDM

.......................................uuuguucguucggcucgcguU.... 2 1 GDM



ccccgcgacgagccccucgcacaaaccggaccugagcguuuuguucguucggcucgcgugaggc

hsa-miR-375-5p

hsa-miR-375-3p

.......................................uuuguucguucggcucgcguga... 57 0 GDM

.......................................uuuguucguuUggcucgcguga... 1 1 GDM

.......................................uuuguucguucggcucgcguga... 57 0 GDM

.......................................uuuguucguucggcucgcguga... 57 0 GDM

.......................................uuuguucguucggcucgcgugC... 1 1 GDM

.......................................uuuguucguucggcucgcguUa... 5 1 GDM

.......................................uuuguucguucggcucgcgugU... 17 1 GDM

.......................................uuuguucguucggcucgcgugU... 17 1 GDM

.......................................uuuguucguucggcucgcgugaU.. 6 1 GDM

.......................................uuuguucguucggcucgcgugaU.. 6 1 GDM

.......................................uuuguucguucggcucgcgugaC.. 1 1 GDM

.......................................uuuguucguucggcucgcgugagU. 1 1 GDM

........................................uuguucguucggcucgcgugU... 2 1 GDM

......................................uuuuguucguucggcucgcguga... 1 0 Z3_

.......................................uuuguucguucggcucgcguga... 7 0 Z3_

.......................................uuuguucguucggcucgcgugU... 3 1 Z3_

.......................................uuuguucguucggcucgcgugaA.. 1 1 Z3_


