miRBase precursor : hsa-mir-375
Total read count 1237
hsa-miR-375-5p read count : 0
hsa-miR-375-3p read count : 237
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. .uuuuguucguucggcucgcguA. . . . 1 1 72 _
...................................... uuuuguucguucggecucgegug. . - 7 0 z2_
....................................... uuuguucguucggcucgeg. - - - - - 1 0 Z2_
....................................... uuuguucguucggcucgegu. . - - . 1 0 72 _
....................................... uuuguUCgUUCYgCUCgAQU. . . . - 2 1 z2_
....................................... uuuguucguucggcucgegug. - - - 9 0 Z2_
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....................................... uuuguucguucggecucgegugu. . . 1 Z2_
....................................... uuuguucguucggcucgecgugau . . 4 1 72 _
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....................................... uuuguUCgUUCYQYCUCYCYAg. - . - 1 1 Z1_
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....................................... uuuguucguucggcucgcgugagu . 3 1 Z1_
...................................... uuuuguucguucggcucgecguga. - 3 0 GDM
....................................... uuuguucguucggcucgc. - . . .. - 1 0 GDM
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....................................... uuuguucguucggcucgAgu. . . - . 3 1 GDM
....................................... uuuguucguucggcucgegug. - . - 26 0 GDM
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....................................... uuuguucguucggcucgcguA. . . . 1 GDM
....................................... uuuguucguucggcucgegug. - . - 26 0 GDM
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....................................... uuuguucguucggcucgeguu. - . . 2 1 GDM
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....................................... uuuguucguulggcucgeguga. - -
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....................................... uuuguucguucggcucgcguga. - .
....................................... uuuguucguucggeucgegugC. - .
....................................... uuuguucguucggcucgegula. - .
....................................... uuuguucguucggcucgegugy. . .
....................................... uuuguucguucggeucgegugy. - .
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....................................... uuuguucguucggcucgcguga. - .
....................................... uuuguucguucggecucgegugy. - .
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