
miRBase precursor : hsa-mir-372
Total read count : 635
hsa-miR-372-5p read count : 0
hsa-miR-372-3p read count : 635
remaining reads : 0
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.........................................aaagugcugcgacauuugagU..... 3 1 Z1_

.........................................aaagugcugcgacauuugagcg.... 2 0 Z1_

.........................................aaagugcugcgacauuugagcgu... 46 0 Z1_

.........................................aaagugcugcgacaCuugagcgu... 1 1 Z1_

.........................................aaagugcugcgacauuugagcgA... 1 1 Z1_

.........................................aaagugcugcgacGuuugagcgu... 1 1 Z1_

.........................................aaagugcugcgacauuugagcgC... 16 1 Z1_

.........................................aaagugcugcgUcauuugagcgu... 1 1 Z1_

.........................................aaagugcCgcgacauuugagcgu... 1 1 Z1_

.........................................aaagugcugcgacauuugagcguU.. 1 1 Z1_

..........................................aagugcugcgacauuugagcgC... 3 1 Z1_

..........................................aagugcugcgacauuugagcgu... 1 0 Z1_

.........................................aaagugcugcgacauuugaAcgu... 1 1 Z2_

.........................................Gaagugcugcgacauuugagcgu... 1 1 Z2_

.........................................aaagugUugcgacauuugagcgu... 4 1 Z2_

.........................................aaagugcugcgacauuugUgcgu... 2 1 Z2_

.........................................aaagugcugcgacauuugagcgu... 106 0 Z2_

.........................................aaagCgcugcgacauuugagcgu... 1 1 Z2_

.........................................aaagugcugcgacGuuugagcgu... 8 1 Z2_

.........................................aaagugcugcgacauuCgagcgu... 1 1 Z2_

.........................................aaagugcugcgacauuugagcgA... 8 1 Z2_

.........................................aaagugcCgcgacauuugagcgu... 5 1 Z2_

.........................................aaagugcugcgacauuugagcgC... 10 1 Z2_

..........................................aagugcCgcgacauuugagcgu... 1 1 Z2_

..........................................aagugcugcgacauuugagcgu... 19 0 Z2_

..........................................aagugcugcgacauuAgagcgu... 1 1 Z2_

..........................................aagugcugcgacauuugagcgC... 4 1 Z2_

.........................................aaagugcugcgacauuugagc..... 7 0 GDM

.........................................aaagugcugcgacauuugagcg.... 4 0 GDM

.........................................aaagugcugcgacUuuugagcgu... 3 1 GDM

.........................................aaagugcugcgGcauuugagcgu... 2 1 GDM

.........................................aaagugcugcgacauuugagUgu... 2 1 GDM



gugggccucaaauguggagcacuauucugauguccaaguggaaagugcugcgacauuugagcgucac

hsa-miR-372-3p

hsa-miR-372-5p

.........................................aaagugcugcgacauuugagcgu... 173 0 GDM

.........................................aaGgugcugcgacauuugagcgu... 5 1 GDM

.........................................aaagugcugcgacauuugagcgC... 15 1 GDM

.........................................aaagugcugcgacauuugagcgu... 173 0 GDM

.........................................aaagugcugcgacauAugagcgu... 1 1 GDM

.........................................aaagugcugcgacaAuugagcgu... 1 1 GDM

.........................................aaagugcugcgacauuugagcgC... 15 1 GDM

.........................................aaagugcugcgacauuugagcgA... 9 1 GDM

.........................................aaagCgcugcgacauuugagcgu... 2 1 GDM

.........................................aaagugcugcgacauuugagcgA... 9 1 GDM

.........................................aaagugcugcgacauuugagcAu... 2 1 GDM

.........................................aaagugcCgcgacauuugagcgu... 4 1 GDM

.........................................aaaAugcugcgacauuugagcgu... 1 1 GDM

.........................................aaUgugcugcgacauuugagcgu... 4 1 GDM

.........................................aaagugcugcgacauuGgagcgu... 1 1 GDM

.........................................aaagugcugcgacauuugagcgG... 1 1 GDM

.........................................aaagugcugcgacauuugGgcgu... 5 1 GDM

.........................................aaaguAcugcgacauuugagcgu... 1 1 GDM

.........................................aGagugcugcgacauuugagcgu... 1 1 GDM

.........................................aaagugcugcgacauuugagcgA... 9 1 GDM

.........................................aaagugcugcgacauuugagcgu... 173 0 GDM

.........................................aaagugcCgcgacauuugagcgu... 4 1 GDM

.........................................aaGgugcugcgacauuugagcgu... 5 1 GDM

.........................................aaagugcugcgacauuugagGgu... 5 1 GDM

.........................................aaagugUugcgacauuugagcgu... 2 1 GDM

.........................................aaagugcugcgacauuugagcgC... 15 1 GDM

.........................................aaagAgcugcgacauuugagcgu... 1 1 GDM

.........................................aaagugcugcgacauuugagcguA.. 4 1 GDM

.........................................aaagugcugcgacauuugGgcguc.. 1 1 GDM

..........................................aagugcugcgacauuugagcgu... 24 0 GDM

..........................................aagugcugcgacauuugagcgA... 5 1 GDM

..........................................aagugcugcgacauuugagcgu... 24 0 GDM

..........................................aagugcugcgacauuugagcgu... 24 0 GDM

..........................................aagugcugcgacauuugagcgC... 3 1 GDM

..........................................aagugcugcgacauuugagcgA... 5 1 GDM

..........................................aagugcugcgacauuugagcgC... 3 1 GDM

.........................................aaagugcugcgacauuugagcg.... 2 0 Z3_

.........................................aaagugcugcgacauuugagcgu... 58 0 Z3_

.........................................aaagugcugcgacauuugagcgG... 2 1 Z3_

.........................................aaagugUugcgacauuugagcgu... 2 1 Z3_

.........................................aaagugcugcgacauuugGgcgu... 1 1 Z3_

.........................................aaagugcugcgacauCugagcgu... 2 1 Z3_

.........................................aaagugcugcgacauuugagcgC... 27 1 Z3_

.........................................aaagugcugcgacauuugagcguU.. 1 1 Z3_

..........................................aagugcugcgacauuugagcgC... 1 1 Z3_

..........................................aagugcugcgacauuugagcgu... 1 0 Z3_


