
miRBase precursor : hsa-mir-3691
Total read count : 60
hsa-miR-3691-5p read count: 52
hsa-miR-3691-3p read count: 6
remaining reads : 2 5'u u g a g g c a c u
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uugaggcacuggguaguggaugauggagacucgguacccacugcugaggguggggaccaagucugcgucauccucuccucagugccucaa -3'5'- exp

.((((((((((((.((.((((((((.(((((.(((.((((((......)))))).))).))))).)))))))).)).)))))))))))). reads mm sample

.............uaguggaugauggagacucgg........................................................ 1 0 Z3_

.............uaguggaugauggagacAcgg........................................................ 1 1 Z3_

.............uaguggaugauggagacucggu....................................................... 1 0 Z3_

..............aguggaugauggagacucggC....................................................... 1 1 Z3_

..................................................uggggaccaagucugcguca.................... 1 0 Z3_

.............uaguggaugauggagacucggu....................................................... 2 0 Z2_

..............aguggaugauggagacucggu....................................................... 2 0 Z2_

..............Uguggaugauggagacucggu....................................................... 1 1 Z2_

...............guggaugauggagacucggu....................................................... 1 0 Z2_

...............guggaugauggagacucggua...................................................... 1 0 Z2_

................uggaugauggagacucgguacc.................................................... 1 0 Z2_

.............uaguggaugauggagacucggu....................................................... 3 0 GDM

.............uaguggaugauggagacucggu....................................................... 3 0 GDM

..............aguggaugauggagacucggu....................................................... 3 0 GDM

..............aguggaugauggagacucggu....................................................... 3 0 GDM

..............aguggaugauggagacucggu....................................................... 3 0 GDM

..............aguggaugauggagacucggA....................................................... 2 1 GDM

..............aguggaugauggagacucggC....................................................... 4 1 GDM

..............aguggaugauggagacucggua...................................................... 2 0 GDM

..............aguggaugauggagacucggua...................................................... 2 0 GDM

...............guggaugauggagacucggu....................................................... 5 0 GDM

...............guggaugauggagacucggu....................................................... 5 0 GDM

...............guggaugauggagacucggua...................................................... 2 0 GDM

...............guggaugauggagacuUggua...................................................... 1 1 GDM

...............guggaugauggagacucggua...................................................... 2 0 GDM

...............guggaugauggagacucgguac..................................................... 2 0 GDM

...............guggaugauggagacucgguacA.................................................... 2 1 GDM

...............guggaugauggagacucgguacG.................................................... 1 1 GDM

.......................................................accaagucugcgucauccucu.............. 6 0 GDM

.......................................................accaagucugcgucauccucu.............. 6 0 GDM

.............uaguggaugauggagacucggu....................................................... 4 0 Z1_



uugaggcacuggguaguggaugauggagacucgguacccacugcugaggguggggaccaagucugcgucauccucuccucagugccucaa

hsa-miR-3691-3p

hsa-miR-3691-5p

.............uaguggaugauggagacucggA....................................................... 1 1 Z1_

.............uaguggaugauggagacucggC....................................................... 1 1 Z1_

.............uaguggaugauggagacucggua...................................................... 1 0 Z1_

..............aguggaugauggagacucggu....................................................... 3 0 Z1_

..............aguggaugauggagacucgguU...................................................... 1 1 Z1_

..............aguggaugauggagacucggua...................................................... 1 0 Z1_

...............guggaugauggagGcucgguac..................................................... 1 1 Z1_

..................................................uggggaccaagucugcgucau................... 1 0 Z1_


