
miRBase precursor : hsa-mir-3620
Total read count : 63
hsa-miR-3620-5p read count: 32
hsa-miR-3620-3p read count: 31
remaining reads : 0 5'g u gag g u g
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......................gugggcugggcugggcuggA..................................... 1 1 Z2_

......................Cugggcugggcugggcugggc.................................... 3 1 Z2_

......................Cugggcugggcugggcugggc.................................... 2 1 Z1_

.......................................................ccucacccugcaucccgcacc... 1 0 Z1_

.........................................................ucacccugcaucccgcaccca. 1 0 Z1_

.........................................................ucacccugcaucccgcacccag 4 0 Z1_

......................gugggcugggcugggcuggg..................................... 5 0 GDM

......................Cugggcugggcugggcuggg..................................... 2 1 GDM

......................gugggcugggcugggcugggA.................................... 1 1 GDM

......................Cugggcugggcugggcugggc.................................... 11 1 GDM

......................Cugggcugggcugggcugggc.................................... 11 1 GDM

......................Cugggcugggcugggcugggcc................................... 2 1 GDM

.........................................................ucacccugcaucccgcacc... 1 0 GDM

.........................................................ucacccugcaucccgcaccc.. 1 0 GDM

.........................................................ucacccugcaucccgcacccU. 1 1 GDM

.........................................................ucacccugcaucccgcaccca. 9 0 GDM

.........................................................ucacccugcaucccgcaccca. 9 0 GDM

.........................................................ucacccugcaucccgcaccca. 9 0 GDM

.........................................................ucacccugcaucccgcacccag 4 0 GDM

.........................................................ucacccugcaucccgcacccag 4 0 GDM

..........................................................cacccugcaucccgcacccag 7 0 GDM

..........................................................cacccugcaucccgcacccag 7 0 GDM

......................Cugggcugggcugggcugggc.................................... 1 1 Z3_

.......................ugggcugggcugggcugggc.................................... 4 0 Z3_

.........................................................ucacccugcaucccgcaccca. 2 0 Z3_


