
miRBase precursor : hsa-mir-362
Total read count : 255
hsa-miR-362-5p read count : 253
hsa-miR-362-3p read count : 2
remaining reads : 0
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....aauccuuggaaccuagguguC........................................ 1 1 GDM

....aauccuuggaaccuaggugug........................................ 11 0 GDM

....aauccuuggaaccuaggugug........................................ 11 0 GDM

....aauccuuggaaccuaggugug........................................ 11 0 GDM

....aauccuuggaaccCaggugug........................................ 1 1 GDM

....aauccuuggaaccuagguguga....................................... 5 0 GDM

....aauccuuggaaccuagguguga....................................... 5 0 GDM

....aauccuuggaaccuaggugugag...................................... 18 0 GDM

....aauccuuggaaccuaggugugag...................................... 18 0 GDM

....aauccuuggaaccuaggugugag...................................... 18 0 GDM

....aauccuuggaaccuaggugugaA...................................... 3 1 GDM

....aauccuuggaaccuaggugugagu..................................... 45 0 GDM

....aauccuuggaaccuaggugugagA..................................... 12 1 GDM

....aauccuuggaaccuaggugugagu..................................... 45 0 GDM

....aauccuuggaaccuaggugugagA..................................... 12 1 GDM

....aauccuuggaaccuaggugugagA..................................... 12 1 GDM

....aauccuuggaaccuaggugugagC..................................... 6 1 GDM

....aauccuuggaaccuaggugugagC..................................... 6 1 GDM

....aauccuuggaaccuUggugugagu..................................... 1 1 GDM

....aauccuuggaaccuaggugugagu..................................... 45 0 GDM

....aauccuuggaaccuaggugugagC..................................... 6 1 GDM

....aauccuuggaaccuaggugugagug.................................... 2 0 GDM

....aGuccuuggaaccuaggugugagugc................................... 1 1 GDM

....aauccuuggaaccuaggugugagugU................................... 3 1 GDM

....aauccuuggaaccuaggugugagugU................................... 3 1 GDM

....aauccuuggaaccuaggugugagugc................................... 1 0 GDM

....aauccuuggaaccuaggugug........................................ 1 0 Z2_

....aauccCuggaaccuaggugugag...................................... 1 1 Z2_

....aauccuuggaaccuaggugugag...................................... 16 0 Z2_

....aauccuuggaaccuaggugugagu..................................... 25 0 Z2_

....aauccuuggaaccuaggugugagA..................................... 3 1 Z2_

....aauccuuggaaccuaggugugagC..................................... 6 1 Z2_

....aauccuuggaaccuaggugugagugU................................... 2 1 Z2_



cuugaauccuuggaaccuaggugugagugcuauuucagugcaacacaccuauucaaggauucaaa

hsa-miR-362-5p

hsa-miR-362-3p

.........................................aacacaccuauucaaggauu.... 2 0 Z2_

....aauccuuggaaccuaggugug........................................ 7 0 Z1_

....aaucAuuggaaccuaggugug........................................ 1 1 Z1_

....aauccuuggaaccuagguguga....................................... 1 0 Z1_

....aauccuuggaaccuaggugugaA...................................... 2 1 Z1_

....Cauccuuggaaccuaggugugag...................................... 1 1 Z1_

....aauccuuggaaccuaggugugag...................................... 8 0 Z1_

....aauccuuggaaccuaggCgugag...................................... 1 1 Z1_

....aauccuuggaaccuaggugugaAu..................................... 1 1 Z1_

....aauccuuggaaccuaggugugagC..................................... 2 1 Z1_

....aaCccuuggaaccuaggugugagu..................................... 1 1 Z1_

....aauccuuggaaccuaggugugagu..................................... 23 0 Z1_

....aauccuuggaaccuaggugugagA..................................... 3 1 Z1_

....aauccuuggaaccuaggugAgagu..................................... 1 1 Z1_

....aauccuuggaaccuaggugugagug.................................... 6 0 Z1_

....aauccuuggaaccuaggugug........................................ 2 0 Z3_

....aauccuuggaaccuaggugugag...................................... 12 0 Z3_

....aauccuuggGaccuaggugugag...................................... 1 1 Z3_

....aauccuuggaaccuaggugugagC..................................... 1 1 Z3_

....aauccuuggaCccuaggugugagu..................................... 1 1 Z3_

....aauccCuggaaccuaggugugagu..................................... 1 1 Z3_

....aauccuuggaaccuaggugugagA..................................... 1 1 Z3_

....aauccuuggaaccuaggugugagu..................................... 11 0 Z3_

....aGuccuuggaaccuaggugugagu..................................... 1 1 Z3_


